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A B S T R A C T

Resistant starch (RS) has become a popular topic of research in recent years. Most scholars believe that there are 5 types of RS. However,
accumulating evidence indicates that in addition to starch–lipid complexes, which are the fifth type of RS, complexes containing starch and
other substances can also be generated. The physicochemical properties and physiologic functions of these complexes are worth exploring.
New physiologic functions of several original RSs are constantly being discovered. Research shows that RS can provide health improvements
in many patients with chronic diseases, including diabetes and obesity, and even has potential benefits for kidney disease and colorectal
cancer. Moreover, RS can alter the short-chain fatty acids and microorganisms in the gut, positively regulating the body’s internal envi-
ronment. Despite the increase in its market demand, RS production remains limited. Upscaling RS production is thus an urgent requirement.
This paper provides detailed insights into the classification, synthesis, and efficacy of RS, serving as a starting point for the future devel-
opment and applications of RS based on the current status quo.
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Statement of Significance
This paper provides detailed insights into the classification, synthesis, and efficacy of resistant starch, guiding the future development and ap-
plications of resistant starch based on the current status quo.
Introduction

Starch is a polymer composed of glucose subunits. Based on
the type of polymerization, starch can be divided into 2 cate-
gories: amylose and amylopectin. Amylose has a linear structure
consisting of D-glucose residues linked by α-1,4-glycosidic bonds
and a molecular weight of ~1 � 105 to 1 � 106. Further, each
chain of amylose contains ~200 to 700 glucose residues. In
contrast, amylopectin is a much larger molecule than amylose,
with a molecular weight of 1 � 107 to 1 � 109. Its degree of
polymerization ranges from 9600 to 15,900 glucose units [1].
Abbreviations used: FPG, fasting plasma glucose; IR, insulin resistance; MetS, met
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Amylopectin is connected by α-1,4-glycosidic bonds and α-1,
6-glycosidic bonds. Amylose and amylopectin coexist in nature.
However, according to the proportion of amylose and amylo-
pectin, starch can be subdivided into the following 3 types:
“waxy” starch, “normal” starch, and “high-amylose” starch. In
“waxy” starch, amylopectin is the predominant molecule, ac-
counting for ~98% to 99% of all starch molecules. “Normal”
starch contains ~25% to 30% amylose, whereas amylose ac-
counts for >50% of the starch molecules in “high-amylose”
starch.

As a carbohydrate, starch is a key source of energy for phys-
iologic processes in the human body. Previously, it was believed
abolic syndrome; RS, resistant starch.
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that all starches can be enzymatically digested in the digestive
system, before finally being absorbed into circulation. However,
with additional research, a unique type of starch that cannot be
digested and absorbed by the small intestine was discovered
[2–4]. In 1982, Englyst et al. [2] first named this starch “resistant
starch” (RS). In 1991, European Concerted Action confirmed that
RS is not digested and absorbed in the small intestine. Instead, it
reaches the colon, where it is fermented to variable degrees by
gut microbes [5]. In 1992, The FAO of the United Nations
deemed RS to be the general term for starches and starch
degradation products that cannot be digested by the small in-
testine in healthy people [6].

In addition to the naturally occurring RS that was originally
discovered by Englyst, different types of RS have been synthe-
sized through the artificial modification of starch. These novel
RSs have shown better performance than natural RS. The in-
crease in the demand for RS has bolstered research on RS syn-
thesis, with scientists hoping to mass-produce RS to meet
consumer needs. As a natural ingredient, RS can have broad
applications in the food and health industries. RS can be used to
improve food processing given its low water-holding capacity
and fine texture-related organoleptic properties [7]. It also in-
creases crispness and adds bulk to foods, improving the texture
of the final product [8]. Hence, RS can be incorporated into
different types of functional and flavored foods. Moreover, RS
has clinical applications because it is not digested in the small
intestine. Thus, it can be used as the wall material of microcap-
sules to induce drug release at specific sites in the body [9]. As an
additive, RS can effectively control body weight and delay blood
sugar spikes while providing other physiologic benefits [10,11].
Accordingly, it can be used to develop foods for special medical
purposes. RS can provide certain benefits for the prevention and
treatment of chronic diseases, such as diabetes, obesity, and
hyperlipidemia. The effects of RS on health are being explored
through animal as well as human studies, and its physiologic
mechanisms are being investigated at the molecular level in cell
models [12,13].

In this review, we describe the recent classification of RS, its
in vivo digestion, the current progress in RS synthesis methods,
and the physiologic functions of RS in the human body. This
summary of the latest findings on RS could inspire the practical
application of RS.

Classification of RS

Basic classification
When Englyst et al. [14] first proposed the concept of RS, RS

was divided into 3 types: RS1, RS2, and RS3. Natural starch
granules are usually encapsulated within plant components
(such as the cell wall or proteins), forming a physically
embedded starch called RS1. This encapsulated structure hinders
contact between amylase and starch within the digestive system,
resulting in enzymatic protection. RS1 is mainly found in natural
grains and beans that have not been ground sufficiently. In
contrast, RS2 is a natural raw starch granule with a special
crystalline structure and high-starch density. This special prop-
erty reduces its sensitivity to enzymes. Therefore, RS2 can resist
the hydrolysis caused by digestive enzymes to a certain extent.
Raw potatoes and bananas have a high content of RS2. However,
1132
this type of starch is easily destroyed by heat. When starch is
heated to a temperature higher than its gelatinization tempera-
ture, its original crystal structure is destroyed. When the gelati-
nized starch is placed at a low temperature for a certain period of
time, it undergoes a retrogradation process to produce retro-
graded starch, namely RS3.

Following in-depth research on RS, Englyst et al. [15] iden-
tified RS4—a class of chemically modified starches. RS4 is
resistant to digestive enzymes because its original functional
groups have been chemically modified or new functional groups
have been introduced to produce carboxymethyl starch, starch
ether, starch ester, and cross-linked starch [16]. In addition, the
long branches of amylose or amylopectin have been combined
with FAs to generate a starch–FA complex that cannot be pene-
trated by water or amylase. This type of starch has also been
classified as an RS and named RS5 [17].

During food processing, starch often interacts with other in-
gredients. In addition to lipids, other nutrients, such as proteins,
are also present. Several studies have demonstrated the forma-
tion of ternary starch–lipid–protein complexes that affect starch
digestibility during processing [18–21]. It remains to be
confirmed whether these starch–lipid–protein complexes share
the same properties as other types of RS, including their physi-
ologic function. In some cases, proteins play a positive role in the
complexation of starch and lipids [21–23]. The definition of RS is
based on its resistance to digestive enzymes. Hence,
starch–lipid–protein complexes should also be considered a type
of RS if they can resist digestive enzymes and produce
health-promoting effects upon entering the digestive system. The
purpose of RS classification is to explore the beneficial physi-
cochemical properties and functions of RS. Through in-depth
research on starches, deeper insights into the definition and
classification of RS can be obtained in the future.
Dietary fiber and RS
Due to its complex molecular structure and different func-

tions, the definition of dietary fiber has been debated for many
years. According to most definitions, dietary fiber includes 4
major substances: resistant oligosaccharides, nonstarch poly-
saccharides, RS, and noncarbohydrate compounds [24]. In terms
of physiologic functions, dietary fiber has several effects: 1)
improving blood glucose and insulin levels, 2) reducing blood
lipid levels, and 3) improving defecation [25–30]. The European
Food Safety Authority classified dietary fiber as “soluble dietary
fiber” and “insoluble dietary fiber” based on its physicochemic
properties and physiologic functions [31,32]. Traditionally,
soluble dietary fiber is believed to promote defecation and in-
crease fecal weight, whereas insoluble dietary fiber is beneficial
for reducing blood lipid concentrations. The health effects of RS,
such as improved glucose and lipid metabolism and a reduced
risk of colorectal cancer, are closely related to these properties of
soluble dietary fiber. From a classification point of view, RS is
largely considered a dietary fiber. After the initial discovery of
RS, in vitro and in vivo experiments were performed to examine
whether its physiologic functions were consistent with the
properties of dietary fiber. However, with progress in research,
new types of RS were discovered, and nonstarch substances were
introduced into its molecular structure. These modifications
altered the rate of RS-induced fermentation in vivo and the
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microenvironmental changes it causes in the gut [33]. As a
heterogeneous fiber subgroup, RS has good functional properties
in food products, especially given its low water-holding capacity,
and it has more application prospects than traditional dietary
fibers [34]. Thus, further studies in human subjects are war-
ranted because previous research has yielded conflicting results
[35], with functional differences between RS and other dietary
fibers and between different types of RS as well.

Prebiotics and RS
The definition of prebiotics has continuously been updated

since it was first put forth by Gibson and Roberfroid [36] in
1995. In 2017, the International Scientific Association of Pro-
biotics and Prebiotics defined prebiotics as follows: “a substrate
that is selectively utilized by host microorganisms, conferring a health
benefit” [37]. In recent decades, studies have shown that pre-
biotics not only produce beneficial gastrointestinal effects, but
also have positive hematologic, cardiovascular, and cognitive
effects [38–40]. The latest evidence shows that prebiotics may
also play an immunomodulatory role in preventing COVID-19
[41,42]. In addition to prebiotics, such as the oligosaccharides
fructans and galactans, several new molecules with prebiotic
effects are gradually being uncovered. One example of these new
molecules is RS. Notably, RS has been shown to have prebiotic
potential in regulating intestinal microorganisms [43].

Compared with its dietary fiber-related properties, the pre-
biotic properties of RS are more challenging to observe. There is
a great difference between the results obtained in vitro, in animal
studies in vivo, and in clinical trials. To study the prebiotic
properties of RS, carefully designed human studies are required.
The fifth part of this review collates all current population-based
randomized controlled trials on RS and its effects on the gut
microbiota. These studies focus on RS2, RS3, and RS4. The results
show that the effects of RS differ among different microbial
species, even within the same colony. However, RS generally
increases the number of bacteria beneficial to the human body.
Therefore, to understand whether RS can be converted into a
prebiotic, different types of RS need to be studied.

Overall, dietary fiber, RS, and prebiotics appear to share some
overlap. Although RS is a dietary fiber, all dietary fibers are not
prebiotics, and all types of RS are also not prebiotics.

Digestion of RS
The 4 kinds of traditional RSs resist decomposition by

digestive enzymes in the small intestine and enter the large in-
testine. The large intestine has an anaerobic environment and
various microorganisms, including beneficial bacteria.

Digestion in the large intestine
RS interacts with gut microbes to produce SCFAs and some

gases. SCFAs include acetic acid, butyric acid, and propionic
acid, and the latter 2 account for ~80% of all gut SCFA. More-
over, the gases include carbon dioxide, methane, hydrogen, and
hydrogen sulfide. Gut microbes have different sensitivities to
different types of RS [44,45]. Correspondingly, the types and
amounts of SCFAs produced by different RSs in the intestines are
different. These differences can explain the functional differ-
ences of RSs. Currently, the intestinal microorganisms known to
effectively degrade RS in the colon are Ruminococcus bromii and
Bifidobacterium adolescentis [46]. The metabolites produced by
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the bacterial fermentation of RS can serve as substrates for the
growth of other microbial populations. This process is called
cross-feeding. Ruminococcus bromii plays an important role in
degrading RS to produce SCFA, promoting the reproduction of
other beneficial bacteria through cross-feeding [47,48].
Although Bifidobacterium adolescentis and Ruminococcus bromii
play a similar role, they release lactic acid and polysaccharides
for cross-feeding through 2 different pathways, which can
stimulate the production of butyrate by other intestinal bacteria
[49].

Hypothesized digestion of starch complex
It should be noted that the digestion of starch–lipid complexes

differs from that of other RSs. Rice starch–oleic acid complexes
are beneficial for the reproduction of butyrate-producing bac-
teria in rats [50]. This confirms that starch–lipid complexes are
fermented in the large intestine, like other types of RSs, and can
also cause changes in the gut microbiota. We speculate that the
starch within these complexes is fermented, releasing FFA,
which do not undergo oxidative modification due to the anaer-
obic environment of the large intestine [51]. It is possible that a
hydrogenation reaction occurs, converting unsaturated FAs into
SFAs [52]. Finally, FFAs are eliminated from the body. This hy-
pothesis needs to be validated in future studies.

In the small intestine, the original structure of starch is
destroyed by pancreatic α-amylase, resulting in the release of
amylose. Lipids are digested by lipase to produce FFAs. In the
neutral environment of the small intestine, amylose encounters
FFAs, which likely promotes the formation of starch–lipid com-
plexes. However, in the small intestine, starch is broken down
into monosaccharides, and FFAs are reassembled into micelles
[53]. These 2 processes compete with complex formation. The
hypothesized formation of complexes in the small intestine re-
mains to be validated. However, evidence from animal feed
studies seems to support this view. The main components of
animal feed are starch and fat. TGs constitute a large proportion
of this fat, and TG metabolites contain FFAs. The formation of
complexes should be minimized when the feed is digested in the
animal’s body, allowing maximal energy yield and reducing the
cost of feeding. Several animal experiments have proven that
increasing the ratio of FFAs in the feed can reduce energy utili-
zation, whereas increasing the ratio of unsaturated FAs promotes
energy utilization [54–56]. In the small intestine, FFAs and
amylose from the feed form starch–lipid complexes. In the large
intestine, the starch in these complexes is fermented to produce
SCFA. The FFAs remaining in the complexes are excreted from
the body. The energy-generating nutrients in the feed cannot be
digested and absorbed completely, resulting in energy loss. An in
vitro digestibility study showed that starch–lipid–protein com-
plexes are more resistant to amylase than starch–lipid complexes
[21]. It is possible that the combination of 3 or even more
compounds generates greater resistance to enzymatic hydrolysis,
which remains to be studied.

Measurement methods
In vitro experiments to measure the content of RS have largely

been performed using 2 main methods: the direct method and
the indirect method. Direct measurement is performed by con-
verting RS into glucose [4]. First, digestive enzymes are added to
digest the non-RS. Then, the RS residue is dissolved in potassium
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hydroxide or DMSO, and the glucose content is calculated after
starch glucosidase conversion. The direct detection method has
been continuously optimized. Go~ni was the first to add pepsin to
the detection system to simulate the human gastrointestinal tract
[57]. The addition of pepsin allows protein removal, increasing
the accessibility of starch granules for amylase while preventing
starch–protein binding and the formation of protein-based
starch-embedded particles [58]. The principle of the indirect
method is based on the subtraction of the portion that can be
digested by amylase from the total weight. The remaining
portion is considered RS [15]. Starch is divided into
fast-digestion starch (starch that can be hydrolyzed by amylase
within 20 min), slow-digestion starch (starch that can be hy-
drolyzed by amylase within 20–120 min), and RS (starch that is
not hydrolyzed by amylase within 120 min) based on the time
taken for its digestion in the human body. The total starch minus
fast-digestion starch and slow-digestion starch is considered the
RS. This method of measuring digestibility for detecting RS
content is helpful in the detection of new RSs. The direct method
ignores other substances, resulting in the measured values being
lower than the actual value. That is, the complexes do not only
contain starch and lipid, but may also contain proteins, as is the
case for ternary complexes. Regardless of which method is used,
assays for the content of RS lay the foundation for the synthesis
and functional evaluation of RS.

Synthesis of RS

Raw materials
Many factors affect the RS yield during the synthesis process.

The most important of these factors is the raw material used.
Table 1 [59–85] shows that RS can be prepared from different
raw materials. The variation in the obtained RS content is rela-
tively small when potato, sweet potato, and cassava are used as
raw materials [60,71–76]. However, the obtained RS content
varies greatly when cereals like corn, wheat, and rice are used as
raw materials [59–68]. This difference is closely related to the
chemical composition and physical structure of the starch pre-
sent in these grains. Some Chinese medicinal plants, such as lotus
seeds, yam, Gorgon, and Pueraria, are also used for the synthesis
of RS [74,79–81,83–85]. In addition, because of its high-starch
content, Canna edulis has also been explored as a raw material
for RS synthesis [82].

Carbohydrates are an essential component of legumes, but
their composition varies across different legume species.
Generally, the content of RS and amylose in legumes is higher
than that in wheat and potatoes. However, there are few studies
on the synthesis of RS from legumes [86]. The proportion of
amylose has a significant effect on RS formation. Generally, a
higher amylose ratio leads to a higher RS content. The amylose
content of pinto beans, chickpeas, and peas is ~52.4%, 46.5%,
and 42.9%–43.7%, respectively [87,88]. Studying the di-
gestibility of legumes, Sandhu et al. [89] found that the RS
contents of black gram, chickpea, field pea, lentils, mung bean,
and pigeon peas are 60.9%, 54.3%, 58%, 65.2%, 50.3%, and
78.9%, respectively. The amylose content differs due to the
different biosynthesis-related enzyme activities of amylose and
amylopectin in starch granules [90]. Under ideal conditions, all
amylose is dissolved and used to synthesize RS. Then, the final
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RS content depends on the amylose content in the raw material.
Under such ideal conditions, beans synthesize more RS because
of their higher amylose content. From this point of view, beans
are more suitable for RS synthesis.

In recent years, traditional Chinese medicinal materials have
gradually become more well-recognized. Many medicinal foods
not only form a part of the daily diet but also play a role in
nutraceuticals and health care. Lotus seed was categorized as a
dual-purpose resource for food and drugs by the National Health
and Planning Commission of China. Lotus seed starch contains
40% amylose and is thus a rich source of amylose [91]. Pueraria
starch contains 22.2%–22.9% amylose [92]. Gordon Euryale
seeds also have a high content of starch, 37.66% of which is
amylose [84]. These Chinese medicinal materials are expected to
become important raw materials for RS synthesis.

Even when the same plant material is used, the final yield of
RS can differ based on the plant variety. For example, common
corn starch produces lower RS yields than waxy or high-amylose
corn starch. Trung et al. [71] studied the synthesis of RS3 from
different varieties of sweet potato and found that with the same
synthesis method, purple sweet potatoes provided the highest
RS3 content. Even the same plant variety can show different
starch contents based on its place of origin.

The method of starch extraction can also affect the final yield
of RS. For example, commercially purchased starch may be low
in amylose because of processing. If starch is directly isolated
and extracted from rhizomes, it may contain more RS1 and RS2.
However, these kinds of RS usually have low-thermal stability,
are easily destroyed, and cannot be mass-produced, although a
high content of RS in the rawmaterial indirectly reflects the high
proportion of amylose. As described in an earlier section, the
higher the amylose content, the higher is the RS production. The
stability of natural RS2 is poor. Hence, during RS3 synthesis,
unstable RS2 needs to be converted to heat-resistant RS3. How-
ever, the proportion of different RSs in a product cannot be
accurately measured with current detection methods, and only
structural qualitative analysis can be used. Therefore, in some
experiments, including the study byWang et al. [60], the content
of RS is not found to change significantly. However, the molec-
ular structure and physicochemical properties of the starch do
change, improving the benefits of RS, which can be applied in
various fields.

Synthesis methods
The synthesis method is another important factor affecting

the RS yield. Based on their principle, synthesis methods can be
roughly divided into 3 categories: physical methods, chemical
methods, and enzyme treatment methods [93]. Physical methods
have the advantages of low cost, environmental protection, and
safety, and they mainly include 2 hydrothermal treatment pro-
cesses (heat–moisture treatment and annealing treatment) and a
variety of nonhydrothermal treatment processes (autoclaving,
ultrasonic treatment, microwave treatment, high-hydrostatic
pressure treatment, and high-pressure homogenization treat-
ment) [94]. Chemical methods mainly include acid hydrolysis,
cross-linking treatment, methylation, and acetylation, and new
functional groups are introduced through chemical modification
to change the original physical and chemical properties of starch,
including its resistance to amylase [95]. In enzymatic hydrolysis,



TABLE 1
Yield of resistant starch prepared using different raw materials and methods.

Material Native Methods Type of resistant starch Yield Growth

High-amylose corn starch
[59]

32.1% Microwave irradiation treatment RS3 43.4% 26.0%

Corn starch [60] 62.0% Microwave irradiation retrogradation
treatment

RS3 71.4% 15.2%

High-amylose corn starch
[61]

/ Autoclaving–cooling treatment and acid
hydrolysis

RS3 30.41% /

Maize flour [62] 1.8% Autoclaving–cooling and α-amylase
treatment

RS3 14% 677.8%

Waxy corn starch [63] 13% Pullulanase debranching treatment RS3 19% 46.2%
Normal maize starch[64] 0.39% Sonication and cross-linking treatment RS4 75.9% 19,361.5%
Corn starch [65] 2.5% Water bath treatment RS4 78.4% 3036.0%
Normal corn starch [66] 13.2% Autoclaving-acid treatment Corn starch-palmitic acid complexes 25.8% 95.5%
Waxy corn starch [66] Water bath treatment Amylosucrase-modified waxy corn starch 43.5% 229.5%
Modified waxy corn starch
[66]

43.5% Autoclaving-acid treatment Amylosucrase-modified waxy corn starch–
myristic acid complexes

35.7% �17.9%

Normal corn starch [67] 2.9% Annealing treatment RS3 8.2% 182.8%
Corn starch–corn oil complexes 6.6% 127.6%
Corn starch–soy protein complexes 9.5% 227.6%
Corn starch–corn oil–soy protein
complexes

5.9% 103.4%

Rice starch [68] 20.79% Enzymatic hydrolysis RS3 34.43% 65.6%
Wheat starch [65] 3.0% Water bath treatment RS4 95.8% 3093.3%
Buckwheat starch [69] 1.19% Pressure-cooling cycles and pullulanase

treatment
RS3 4.33% 263.9%

Autoclaving–cooling and pullulanase
treatment

RS3 5.87% 393.3%

High-amylose Tartary
buckwheat starch [70]

31.58% Physical mixing High-amylose Tartary buckwheat starch
flavonoid complex

33.65% 6.6%
Water bath treatment 37.19% 17.8%
Acid–base precipitation 36.45% 15.4%
Microwave treatment 38.85% 23.0%
Ultrasonic treatment 40.51% 28.3%

Yellow sweet potato [71] 24.1% Heat–moisture treatment RS3 30.6% 27.0%
Annealing treatment 28.8% 19.5%

White sweet potato [71] 24% Heat–moisture treatment 39.3% 63.8%
Annealing treatment 29.2% 21.7%

Purple sweet potato [71] 25.3% Heat–moisture treatment 35.4% 39.9%
Annealing treatment 32.0% 26.5%

Potato starch [72] 11.54% Microwave-toughening treatment RS3 27.09% 134.7%
Potato starch [60] 64.7% Microwave irradiation retrogradation

treatment
RS3 71.5% 10.5%

Potato starch [73] 58.6% Physically mixed–uncooked treatment Potato starch–Ser amino complexes 72.1% 23.0%
4.5% Physically mixed–cooked treatment Potato starch–Ser amino complexes 16.1% 257.8%
27.1% Heat–moisture treatment–uncooked

treatment
Potato starch–Lys amino complexes 70.6% 160.5%

1.5% Heat–moisture treatment–cooked
treatment

Potato starch–Lys amino complexes 16.2% 980%

53.7% Annealing treatment–uncooked treatment Potato starch–Asp amino complexes 57.2% 6.5%
5.6% Annealing treatment–cooked treatment Potato starch–Asp amino complexes 14% 150%

Purple sweet potato [74] 14.7% Heat–moisture treatment Purple sweet Potato starch–citric acid
complexes

42.1% 186.4%

RS3 27.2% 85.0%
Potato [75] 22.5% Heat–moisture treatment RS3 28.5% 26.7%

Potato starch–citric acid complexes 39.0% 73.3%
Potato starch [76] 12.32% Heat–moisture treatment Polyphenol–starch complexes 21.67% 75.9%
Yam starch [74] 21.6% Heat–moisture treatment Yam starch–citric acid complexes 46.4% 114.8%

RS3 31.0% 43.5%
Cassava [75] 20.3% Heat–moisture treatment RS3 26.6% 31.0%

Cassava starch–citric acid complexes 40.2% 98.0%
Faba bean starch [77] 49.8% Water bath treatment RS4 61.1% 22.7%
Red kidney beans [78] 21.27% Enzymatic hydrolysis RS3 31.47% 48.0%

Autoclaving–enzymatic hydrolysis 42.34% 99.1%
Lotus seeds [79] 35.43% Autoclaving–cooling treatment RS4 37.68% 6.4%
Lotus seed starch [80] 17.3% High-hydrostatic pressure treatment Lotus seed starch–lauric acid complexes 30.3% 75.1%
Lotus seed starch [81] 14.32% Dynamic high-pressure homogenization

treatment
Lotus seed starch–lecithin complexes 54.84% 283.0%

(continued on next page)
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TABLE 1 (continued )

Material Native Methods Type of resistant starch Yield Growth

Chestnut starch [60] 73.4% Microwave irradiation retrogradation
treatment

RS3 78.0% 6.3%

Canna edulis [82] 5.8% Dual enzymatic hydrolysis and
recrystallization treatment

RS3 48.23% 731.6%

Pinellia ternate starch [83] 63.07% Autoclaving–cooling treatment–uncooked RS3 27.24% �56.8%
21.23% Autoclaving–cooling treatment–cooked 27.24% 28.3%

Euryale ferox starch [84] 10.13% Autoclaving RS3 18.17% 79.4%
Enzymolysis autoclaving 18.72% 84.8%
Dual enzymolysis 17.85% 76.2%
Purified autoclaving 80.51% 694.8%
Purified enzymolysis autoclaving 84.00% 729.2%
Purified dual enzymolysis 88.05% 769.2%

Pueraria lobata [85] 24.15% Debranching and temperature-cycled
crystallization treatment

RS3 43.93% 81.9%

Abbreviations: Growth, increase in the content of resistant starch after preparation; Native, content of resistant starch in native starch; RS, resistant
starch; Yield, content of resistant starch in the product after preparation.
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the molecular structure of starch, its molecular size, and its
amylose and amylopectin ratio are changed using enzymes [96].

Table 1 lists several studies on the synthesis of RS using
different methods. During the review of this literature, we
identified 2 major problems. First, although a single synthesis
method has been widely studied and has provided reliable re-
sults, more and more researchers have turned their attention to
the repetition of a single synthesis method or the combination of
multiple synthesis methods with the goal of meeting the needs of
the modern industry. Second, many studies have combined
starch and lipids, proteins, and even some phytochemicals, such
as anthocyanins and flavonoids, to generate new substances. It
seems that the digestibility of the starch is reduced more sub-
stantially when a cross-linking agent is added to the starch so-
lution or when the starch is compounded with other substances.
As described in the second section, it is worth exploring whether
these complexes can be classified as RS or which type of RS they
are if they have the same anti-amylase properties as RS.

Among the various starch complexes, the most well-studied is
the starch–lipid complex. The starch–lipid complex has a
conformational barrier that hinders the entry of digestive en-
zymes, and the lipids prevent the hydration of starch granules
[97,98]. Similarly, starch can also interact with proteins, which
can encase them and create a physical shield, thus reducing
contact with digestive enzymes [99–101]. Soy isoflavones and
corn starch can form a complex with a novel crystalline structure,
which reduces the digestibility of the complex [102]. Amylose,
lipids, proteins, and other plant compounds are present in the
system during the synthesis of complexes. Theoretically, this
process could involve mutual competition when the synthesis
conditions are favorable for the formation of RS3, RS4, and
various complexes. Under external factors, such as autoclaving
and microwaving, the chain structure of starch cracks, and the
internal water is discharged. This leads to the formation of a
left-handed hydrophobic helical cavity. On the one hand, a stable
double helix structure, RS3, may be formed inside the amylose.
On the other hand, other ligands—especially lipids with a hy-
drophilic head and hydrophobic tail—may also enter the cavity
to form single helical structures [103]. The mass production of
RS3 requires a low-temperature aging process. The formation of
other complexes will eventually involve a cooling step, resulting
in the generation of RS3. This review only focuses on the RS
1136
generated during the synthesis process and does not deeply
analyze the thermal stability, thermodynamic properties, and
particle morphology of different products. Further research is
needed to examine the changes in the crystal structure and
physicochemical properties of the products during the synthesis
of novel complexes.

As can be seen from Table 1, a large number of byproducts are
generated during RS synthesis. For example, some residual raw
materials remain in the reaction system in the form of starch or
glucose even after the generated RS is removed. Although the
original purpose is achieved (industrializing RS production for
use in the food/medical industry), additional substances are also
generated. Thus, for energy saving, if we are to carry out the
industrial production of RS, we must also consider how to use
this “excess waste.” The starch remaining after the synthesis of
RS can be converted into other starch products or hydrolyzed
into glucose by adding amylase and applied in other areas, such
as sugar production.
Effects of RS

Meta-analysis
Table 2 [104–116] lists all published meta-analyses of studies

examining the effect of RS on human health, including indicators
of glucose function, inflammation, lipid metabolism, bowel
function, the number of fermentation products, and appetite. In
addition to the healthy population, these studies have also been
conducted among patients with diabetes, metabolic syndrome
(MetS), end-stage renal disease, dyslipidemia, obesity, hyper-
insulinemia, colorectal neoplasia, and other related chronic
diseases. The types of RS used in these studies were RS1, RS2,
RS3, and RS4, whereas the forms of intervention included addi-
tion in the form of supplements or ingestion through food.

Among the 5 articles describing changes in fasting plasma
glucose (FPG) after RS treatment, 3 suggested that RS could
significantly reduce FPG levels [107,108,115]. A total of 4
studies analyzed fasting insulin levels, 3 of which demonstrated
positive effects [107–109]. Four studies tested changes in HbA1c
levels, and 3 of them found that RS reduces HbA1c [107,108].
Three articles evaluated insulin resistance (IR) and the function
of islet β cells, of which 1 identified statistically significant



TABLE 2
Meta-analyses of studies on resistant starch

Type of RS Duration and
dose

Population Number of articles
and participants

Indicators

RS2, RS3, RS4 [104] 1–4 wk; 22–45
g/d

Healthy adults 9/193 Fecal wet weight, butyrate concentration,
fecal PH↑, defecation frequency↔

RS2, RS3 [105] 2–52 wk; 10–66
g/d

Healthy adults and those
with T2DM, dyslipidemia,
obesity, hyperinsulinemia

14/820 TC, LDL-C↑, triglycerides, HDL-C↔

RS2 [106] 1–12 wk; 8–66
g/d

Healthy individuals 20/670 FPG, body weight, HOMA-IR, TC, LDL-C,
HDL-C↔, triacylglycerol↑

Overweight/obesity Body Weight↔
MetS FPG, body weight, HOMA-IR, TC, LDL-C,

HDL-C, triacylglycerol↔
Prediabetes HbA1c↔
T2DM Body weight↑, FPG, HbA1c, HOMA-IR, TC,

LDL-C, HDL-C, triacylglycerol↔,
RS [107] 3–52 wk MetS and related disorders 19/1014 FPG, insulin, HbA1c, TC, LDL-C, TNF-ɑ↑

HOMA-IR, triglycerides, HDL-C, CRP, IL-
6↔

RS [108] 2–12 wk; 10–45
g/d

Overweight or obese adults 13/428 FPG, insulin, HOMA-S%, HOMA-B%, LDL-
C, HbA1c↑

RS [109] 4–52 wk;
8.16–40 g/d

T2DM with obesity 14/515 Insulin↑, BMI, FPG, HOMA-S%, HOMA-B
%↔

RS, inulin [110] 4 wk to 12 y;
12–30 g/d

Colorectal neoplasia 20/ SCFA, butyrate↔

RS [111] 4–14 wk; 10–45
g/d

Healthy and diseases 13/672 TNF-ɑ, IL-6↑, CRP↔

RS2 [112] 4–8.5 wk;
12–16 g/d

ESRD under MHD 5/179 BUN, Scr, IL-6↑, UA, PCS, IS, hs-CRP,
albumin, phosphorus↔

RS2 [113] 4–12 wk; 10–45
g/d

Renal disease, diabetes, prediabetes,
T2DM, obesity, and overweight

8/308 TNF-ɑ↑, CRP, IL-6↔

RS1, RS2 [114] Acute; 10–45 g Young healthy adults 4/264 Lower appetite↑
RS [115] 2–12 wk; 5–66

g/d
Healthy individuals and those with
overweight and diabetes

19/503 FPG, HOMA-IR↑, HbA1c, insulin, SI, AIR,
DI, SG, HOMA-β ↔

RS2, RS3, RS4,
resistant dextrin
[116]

2–12 wk; 7–45
g/d

MetS, T2DM, Prediabetes,
overweight, ESRD, MHD,
PCOS, and DN

16/739 TNF-ɑ, IL-6, TAC↑; CRP, MDA, SOD↔

Abbreviations: ↑: Positive effects; ↔: No significant effects; AIR, acute insulin response; BUN, blood urea nitrogen; CRP, C-reactive protein; DI,
disposition index; ESRD, end-stage renal disease; FPG, fasting plasma glucose; HbA1c, glycated hemoglobin; HDL-C, high-density lipoprotein
cholesterol; HOMA-IR, Homeostatic Model Assessment of Insulin Resistance; HOMA, homeostatic model assessment; hs-CRP, high sensitivity C-
reactive protein; IL-6, interleukin-6; IS, indoxyl sulfate; LDL-C, low-density lipoprotein cholesterol; MetS, metabolic syndrome; MDA, malondial-
dehyde; MHD, maintenance hemodialysis; PCS, p-cresyl sulfate; RS, resistant starch; SCFA, short-chain fatty acid; Scr, serum creatinine; SG, glucose
effectiveness; SI, insulin sensitivity index; SOD, superoxide dismutase; TAC, total antioxidant capacity; TC, total cholesterol; T2DM, type 2 diabetes
mellitus; TNF-α: tumor necrosis factor-α; UA, uric acid.
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effects [115]. One meta-analysis suggested that RS can increase
insulin sensitivity [108]. Five studies explored changes in in-
flammatory indicators, of which 4 revealed statistically signifi-
cant changes in TNF-α [107,111,113,116], and 3 showed a
significant reduction in IL-6 [111,112,116] levels following RS
intervention. Four meta-analyses examined the effects of RS on
blood lipids, and 3 of them identified a significant reduction in
LDL cholesterol [105, 107, 108]. Among these 3 articles, 2
showed significant changes in total cholesterol [105,107], and 1
showed a significant change in triglycerides [106]. One study
showed that RS2 can reduce blood urea nitrogen and serum
creatinine concentrations in patients with kidney disease [112],
whereas another showed that RS has beneficial effects on gut
health in healthy adults [104]. A meta-analysis also examined
the acute effects of RS, showing that RS can reduce appetite
[114].

These meta-analyses reveal that RS is beneficial for managing
chronic diseases and related indicators. However, there are some
differences in the results of different studies. These differences
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can be attributed to the variances in the study population, study
period, type of RS used in the study, and quality control during
the study.

A study indicated that the consumption of 15–60 g/d of RS is
effective in improving glycemia, insulin sensitivity, and satiety in
healthy adults [117]. The RS amount needs to be higher in in-
dividuals with type 2 diabetes [117]. According to Gao et al.
[109], RS supplements can significantly reduce FPG and improve
IR when the RS dosage is 30–40 g/d. Xiong et al. [115] showed
that RS intake>28 g/d can significantly reduce FBG levels. Yuan
et al. [105] suggested that an RS dosage >20 g/d can signifi-
cantly reduce serum TG concentrations. A meta-analysis of the
effect of RS on appetite showed that the influence of RS was
greater when the RS dosage was 25 g/d [114].

Thus, our suggestions for future randomized controlled trials
are as follows. If the study includes patients with diabetes, a
smaller dose of RS may provide a health benefit, but it should not
be<10 g/d.When participants are healthy or have other diseases,
an RS dosage of �20 g/d will be more helpful to observe an
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improvement. Similarly, in high-dose population studies, it will
be necessary to consider the impact on the digestive systemwhen
the dose exceeds 45 g/d, as well as the impact of the high dose on
participant compliance. Meanwhile, for individuals in whom RS
has been a part of the daily diet for a long duration, more long-
term clinical evidence is required for the optimal intake dose.

Among the included meta-analyses, only 2 articles found that
the duration of treatment has a significant effect. The subgroup
analysis conducted by Yuan et al. [105] showed that when the
treatment duration was >4 wk, RS had a significant effect on the
reduction in total cholesterol and LDL. Vahdat et al. [111]
showed that when the duration was <8 wk, RS had a significant
effect on the reduction in IL-6 levels. Thus, short-term and
low-dose treatment may not produce significant effects. The
improvement in chronic disease indicators through dietary
intervention is a long-term process. Moreover, different in-
dicators exhibit different change cycles in vivo. For example,
Hb1Ac reflects the 3-mo average blood glucose level [118]. If the
treatment duration is short and the dose is not high, RS will not
produce significant changes in all relevant indicators. Therefore,
when deciding the treatment duration, one must consider the
time-dependency of the indicator as well.

A study by Gao et al. [109] included a population with dia-
betes and obesity. This study found that the health effect of RS on
IR amelioration in type 2 diabetes mellitus (T2DM) with obesity
were better than those in T2DM alone. Xiong et al. [115] found
that the effect of RS on FPG reduction was more obvious in
overweight individuals and those with a high risk of diabetes.
Wei et al. [116] demonstrated that RS supplementation can
significantly reduce serum TNF-α and CRP concentrations in
patients with diseases when compared with healthy people. In
their study, RS had a more obvious effect on reducing TNF-α and
IL-6 in the population with BMI of >25 kg/m2. The baseline
levels of study end points are higher in participants with dis-
eases, providing greater room for improvement. This makes the
effect of RS intervention more obvious. The improvement caused
by RS is relatively weak in healthy people with normal baseline
indicators. Further, dietary patterns differ among patients with
different diseases. For example, participants with diabetes pay
more attention to the intake of dietary fiber. During the experi-
ment, if the diet of the control and experimental group is not
comparable, confounding factors could eventually interfere with
the effect of RS. It is better to measure relevant indicators before
the experiment and then also compare the intervention and
control groups at the end of the experiment. After study
completion, this will not only enable the comparison of differ-
ences between the intervention and control groups but also those
before and after intervention in the same group. Finally, a
comprehensive analysis and discussion can be conducted.

At present, the RS type adopted by most studies is RS2. More
rigorously designed research and studies on other types of RS are
required. Of all meta-analyses, only 1 study showed that RS2
could significantly reduce appetite when compared with RS1.

By modulating hepatic glycogen structure through the
gut–liver axis, promoting the production of starch-degrading
enzymes, modulating IR, and remodeling the intestinal barrier,
RS could have potential applications in the management of
diabetes mellitus and obesity [119,120]. It could also assist in
the treatment of chronic kidney disease because it promotes the
secretion of GLP-1, regulates T cells, and reduces metabolic
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endotoxemia and the concentration of nitrogen and nitrogen
compounds in the human body [121]. In fact, the health effects
of RS discovered so far are attributed to their fermentation and
SCFA production in the colon and their modulation of the gut
microbiome.
Functions of SCFA
SCFAs can affect energy metabolism, liver fat metabolism,

blood sugar regulation, mineral absorption, and anti-
inflammatory mechanisms in humans [122,123]. SCFAs, espe-
cially butyrate, also play a key role in the microbiota–brain–gut
axis, affecting the development and progression of CNS diseases
[124]. As an energy source for enterocytes, butyrate maintains
the barrier function of the intestinal epithelium [123]. Butyrate
also has the following physiologic effects: upregulation of GLP-1
and peptide YY, which inhibit glucagon secretion, suppress
appetite, and increase satiety; inhibition of the inflammatory
factor NF-κB; and the inhibition of proinflammatory cytokine
production [125–127]. Thus, RS exerts multiple health benefits
by producing SCFAs.
Intestinal flora
Table 3 [128–138] summarizes the changes in the human gut

microbiota detected following interventions with RS. The
experimental results indicated that RS increases the number of
Bifidobacterium and Ruminococcus bacteria and decreases the
number of Firmicutes. These microbiota-related changes reduce
intestinal permeability and increase anti-inflammatory capacity
in the intestines. Bifidobacterium and Ruminococcus are 2 of the
main dominant flora in the human intestinal tract, and they
largely affect the function of the entire host microbiome. The
increase in Ruminococcus is closely related to the increase in in-
testinal butyrate concentrations [136]. At least 4 studies suggest
that RS can increase the amount of Eubacterium rectale, which
promotes butyrate production [128,129,132,136]. Two popula-
tion studies confirmed that RS increases the number of Bacter-
oidetes, Actinobacteria, and Lactobacillus in the gut [128,131].
Laffin et al. [135] suggested that the increase in intestinal Fae-
calibacteriummay mediate an important anti-inflammatory effect
in patients with chronic kidney disease after RS2 intervention. In
addition to affecting the number of specific microbes, RS also
affects the diversity, richness, and evenness of the gut microbiota
[129]. As a prebiotic, RS can also improve the gut microbiota
through “cross-feeding” via multiple mechanisms, including the
production of SCFAs. Thus, the impact of RS on the intestinal
flora has at least 2 aspects. One involves the direct effects of RS
on the intestinal environment via the enhancement of beneficial
bacteria and inhibition of harmful bacteria. The other involves
its indirect influence on the gut microbiota via the promotion of
SCFA production.

The impact of RS on intestinal microecology can be divided
into different parts. Martínez et al. [128] showed that the
response of intestinal microorganisms to RS2 is different from
their response to RS4. RS4 induces changes at the phylum level,
increasing Actinobacteria and Bacteroidetes and decreasing Fir-
micutes. RS2does not causephylum-level changes, but it increases
the proportion of Ruminococcus bromii and Eubacterium rectale. In
other words, the range of intestinal microecological changes
caused by RS4 is greater. Walker et al. [129] found that RS3 can



TABLE 3
Population studies examining the effect of resistant starch on the intestinal microbiota

Type Duration and dose Population Microbial groups showing alterations

RS2 [128] 3 wk, 33 g/d 13 healthy human subjects Bacteroidetes, Actinobacteria, Parabacteroides distasonis,
Bifidobacterium adolescentis↑
Firmicutes, Ruminococcaceae, Faecalibacterium↓

RS4 [128] Ruminococcus bromii, Eubacterium rectale↑
RS3 [129] 3 wk, 25.56 g/d 14 overweight men Ruminococcus bromii, Eubacterium rectale↑
RS3 [130] 3 wk, 20 g/d 14 obese men Ruminococcaceae↑, Papillibacter cinnamivorans↓
RS2 [131] 4 wk, 8.5 g/d 18 children Actinobacteria, Lactobacillus↑

Firmicutes, Roseburia, Blautia, Lachnospiraceae incertae sedis ↓
RS2 [132] 3 wk, 24 g/d 20 young adults Bifidobacterium adolescentis, Ruminococcus bromii, Eubacterium rectale↑
RS2 [133] 12 wk, 21 g/d 84 older and middle-aged adults Bifidobacterium↑
RS2 [134] 4 wk, 40 g/d 19 normal weight subjects Ruminococcaceae_UCG-005↑
RS2 [135] 4 wk, 20 g/d;

4 wk, 25 g/d
9 ESRD subjects Faecalibacterium↑

RS2 [136] 2 wk, 20–34 g/d 174 healthy young adults Ruminococcus bromii, Clostridium chartatabidum, Eubacterium rectale↑
RS2 [137] 4 wk, 16 g/d 10 HD subjects Roseburia, Ruminococcus gauvreauii↑
RS2 [138] 1 wk, 14–19 g/d 30 healthy adults Ruminococcus, Gemmiger↑

Abbreviations: ↑: Increased; ↓: Decreased; ESRD, end-stage renal disease; HD, hemodialysis; RS, resistant starch.
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increase R. bromii and Eubacterium rectale in the intestinal flora of
overweight men. An in vitro experiment used a pig in vitro
fermentation model to study the changes in intestinal microbial
composition caused by 3 kinds of RS fermentation [139]. The
results showed that the fermentation process and changes in in-
testinal flora caused by the 3 types of RS were very different. We
have reason to believe that there are huge differences between the
complex fermentation processes and microbial structur-
e–function effects induced by the different physical structures of
RSmolecules. This difference exists not only in the different types
of RS, but also in the same type of RS obtained from different
sources. The difference in intestinal microbial composition
caused by the fermentation of different RS substrates could serve
as a theoretical basis for the difference in RS function.

Even the same RS can have different effects on the intestinal
microecology of different subpopulations. The changes in SCFA
concentration and intestinal microflora after the intake of RS
were studied in healthy adults in 2 studies [132,136]. Overall, an
increasing trend was observed, but individual differences were
large. Ordiz et al. [131] revealed no significant difference in
intestinal inflammation following RS treatment among children.
The effects of RS on the intestinal health of older and
middle-aged adults were studied, and a positive effect on the
number of Bifidobacterium was observed [133]. The 4 above-
mentioned studies show that RS is promising for improving in-
testinal ecology in healthy people.

Studies by Laffin et al. [135] and Kemp et al. [137] showed
that RS can increase the number of Faecalibacterium and Rose-
buria, which are closely related to kidney disease. The studies by
Walker et al. [129] and Salonen et al. [130] showed that RS can
increase intestinal Ruminoccaceae in overweight and obese
participants. The specific effect of RS on the intestinal microflora
of individuals with different diseases provides the possibility of
targeted disease treatment in the future. The targeted addition of
RS that can increase the number of intestinal microbes can be
used as a dietary treatment to improve health.
Other functional properties
In addition to the abovementioned physiologic functions of

RS, its other potential effects have also been investigated. Most
studies have focused on its application in the prevention and
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treatment of tumors, especially intestinal tumors. Sasidharan
et al. [140] investigated the effect of oral RS supplementation on
the prevention of acute radiation proctitis in patients with cer-
vical cancer, but they could not detect any significant positive
effect. Malcomson et al. [141] investigated the effect of RS
supplementation on crypt cell proliferation in the rectal mucosa
of older healthy participants and showed that RS can increase the
total number of mitotic cells in the crypts. So et al. [142] eval-
uated the tolerability of RS2 in patients with irritable bowel
syndrome and showed that a certain dose of RS was beneficial in
this patient group. A randomized controlled study examined the
effects of indigestible carbohydrate supplementation on miR-32
expression in colorectal cells and found that miR-32 levels were
significantly elevated in the colorectal mucosa of healthy human
participants after 50 d of RSþ polydextrose supplementation
[143]. In a practical application study, the daily addition of
RS-containing potatoes to the diet was not found to adversely
affect cardiometabolic risk or gut permeability in US adults with
MetS [144]. Studies on prebiotics, such as inulin and fructooli-
gosaccharides, suggest that the anticancer effects of prebiotics
may be related to an increase in the amount of
butyrate-producing Eubacterium rectum [145]. This could explain
the effects of RS in preventing colorectal cancer. Irritable bowel
syndrome patients show a decrease in intestinal bifidobacterial
[146]. RS increases the number of bifidobacteria, thus reducing
symptoms. The Mediterranean diet, which includes foods that
contain high amounts of RS, consistently tops the list of healthy
dietary patterns. Some researchers have advocated adding RS to
the nutrition labels of prepackaged foods to help prevent non-
communicable diseases [147]. It is practically significant to add
RS to food rawmaterials as a substitute for refined carbohydrates
to control blood sugar levels in patients with diabetes.

Conclusion and Perspectives

RS has characteristics such as a low water-holding capacity
and starch-like texture, but it has the physiologic functions of
dietary fiber. RS can be added to staple foods, such as bread,
noodles, cakes, etc., to improve the taste of food and its nutri-
tional value. In the future, RS can be used as a food additive to
develop foods with a low GI and low-caloric value [148]. It can
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also be used as an emulsifier and thickener to improve the sen-
sory properties of food [149]. Modified starch has promising
applications in biodegradable food packaging and biologic films
[150]. RS can not only support intestinal fermentation to in-
crease the number of probiotics, but it can also be used as a
carrier of probiotics due to its nondigestible characteristics.
Thus, it can help probiotics avoid decomposition and destruction
in the digestive system and accumulate in the colon. The
starch–lipid complex has a unique spiral cavity structure that can
be used as a carrier for targeted drug delivery. For example,
starch–lipid–protein complexes are used as carriers of chemo-
therapeutic drugs [151].

The European Food Safety Authority declared that RS is
beneficial for postprandial blood glucose levels [152]. The FDA
has agreed that high straight-chain corn RS can reduce the risk of
T2DM [153]. The FDA has recognized that some types of RS,
especially high-amylose starch containing RS2, can be consid-
ered as dietary fiber in nutritional ingredient and supplement
ingredient labels. We believe that the RS content should be
included in nutrition labels to allow consumers to make more
informed choices. This could serve as a strategy to prevent
chronic diseases, such as diabetes, obesity, dyslipidemia, and
colorectal cancer.

All types of clinical research have the same ultimate goal, ie,
improving the lives of human beings. Research on blood sugar-
related indicators shows that RS can be added to food to con-
trol blood sugar levels and improve quality of life in patients with
diabetes. Similarly, studies on blood lipids and inflammation
indicate that RS can act as an adjuvant for the management of
MetS and inflammation-related diseases. From a public nutrition
perspective, the intake of reasonable doses of RS as part of the
daily diet can provide health benefits. From a clinical nutrition
perspective, RS can help in disease prevention and treatment
through diet fortification. The selection of appropriate raw ma-
terials and synthesis methods, and the study of digestive pro-
cesses and physiologic functions of RS are key aspects of
research. For practical application, a series of problems need to
be solved, including the dosage and type of RS, targeted user
population, method of administration, and interaction with
other foods. This is a long road, and more researchers should
devote their efforts toward addressing these issues.

Acknowledgments

The authors’ responsibilities were as follows – YW: concep-
tualization of the review; ZW, SW: writing; QX, QK, FL, LL, YX:
responsible for the final content; and all authors: read and
approved the manuscript.
Author disclosures
The authors report no conflict of interest.
Funding
Supported by the Anhui Provincial Natural Science Founda-

tion (grant number: 2208085MH244) and the Major Difficult
Diseases Key Project of Integrated Chinese and Western Medi-
cine of Administration of Traditional Chinese Medicine of Anhui
Province (2021zdynjb10).
1140
References

[1] R.F. Tester, J. Karkalas, X. Qi, Starch─composition, fine structure and
architecture, J. Cereal Sci. 39 (2004) 151–165, https://doi.org/
10.1016/j.jcs.2003.12.001.

[2] H. Englyst, H.S. Wiggins, J.H. Cummings, Determination of the non-
starch polysaccharides in plant foods by gas-liquid chromatography of
constituent sugars as alditol acetates, Analyst 107 (1272) (1982)
307–318, https://doi.org/10.1039/an9820700307.

[3] H.N. Englyst, J.H. Cummings, Non-starch polysaccharides (dietary
fiber) and resistant starch, Adv. Exp. Med. Biol. 270 (1990) 205–225,
https://doi.org/10.1007/978-1-4684-5784-1_20.

[4] H.N. Englyst, J.H. Cummings, Simplified method for the measurement
of total non-starch polysaccharides by gas-liquid chromatography of
constituent sugars as alditol acetates, Analyst 109 (7) (1984) 937–942,
https://doi.org/10.1039/an9840900937.

[5] Resistant starch. Proceedings for the 2nd plenary meeting of
EURESTA: European FLAIR Concerted Action No. 11 on physiological
implications of the consumption of resistant starch in man. Crete, 29
May-2 June 1991, Eur. J. Clin. Nutr. 46 (Suppl 2) (1992) S1–S148.

[6] I.L. Brown, Applications and uses of resistant starch, J. AOAC Int. 87
(3) (2004) 727–732, https://doi.org/10.1093/jaoac/87.3.727.

[7] E. Gallagher, C.M. O’Brien, A.G.M. Scannell, E.K. Arendt, Use of
response surface methodology to produce functional short dough
biscuits, J. Food Eng. 56 (2–3) (2003) 269–271, https://doi.org/
10.1016/S0260-8774(02)00265-0.

[8] M.G. Sajilata, R.S. Singhal, Specialty starches for snack foods,
Carbohydr. Polym. 59 (2) (2005) 131–151, https://doi.org/10.1016/
j.carbpol.2004.08.012.

[9] A. Dimantov, M. Greenberg, E. Kesselman, E. Shimoni, Study of high
amylose corn starch as food grade enteric coating in a microcapsule
model system, Innov. Food Sci. Emerg. Technol. 5 (1) (2004) 93–100,
https://doi.org/10.1016/j.ifset.2003.11.003.

[10] C.P. Rosado, V.H.C. Rosa, B.C. Martins, A.C. Soares, I.B. Santos,
E.B. Monteiro, et al., Resistant starch from green banana (Musa sp.)
attenuates non-alcoholic fat liver accumulation and increases short-
chain fatty acids production in high-fat diet-induced obesity in mice,
Int. J. Biol. Macromol. 145 (2020) 1066–1072, https://doi.org/
10.1016/j.ijbiomac.2019.09.199.

[11] B.L. Luhovyy, R.C. Mollard, S. Yurchenko, M.F. Nunez, S. Berengut,
T.T. Liu, et al., The effects of whole grain high-amylose maize flour as
a source of resistant starch on blood glucose, satiety, and food intake
in young men, J. Food Sci. 79 (12) (2014) H2550–H2556, https://
doi.org/10.1111/1750-3841.12690.

[12] B.U. Metzler-Zebeli, N. Canibe, L. Montagne, J. Freire, P. Bosi,
J.A.M. Prates, et al., Resistant starch reduces large intestinal pH and
promotes fecal lactobacilli and bifidobacteria in pigs, Animal 13 (1)
(2019) 64–73, https://doi.org/10.1017/S1751731118001003.

[13] S.I. Ahn, S. Cho, N.J. Choi, Effectiveness of chitosan as a dietary
supplement in lowering cholesterol in murine models: a meta-analysis,
Mar. Drugs. 19 (1) (2021) 26, https://doi.org/10.3390/md19010026.

[14] H.N. Englyst, J.H. Cummings, Digestion of the polysaccharides of some
cereal foods in the human small intestine, Am. J. Clin. Nutr. 42 (5)
(1985) 778–787, https://doi.org/10.1093/ajcn/42.5.778.

[15] H.N. Englyst, S.M. Kingman, J.H. Cummings, Classification and
measurement of nutritionally important starch fractions, Eur. J. Clin.
Nutr. 46 (suppl 2) (1992) S33–S50.

[16] K.S. Woo, P.A. Seib, Cross-linked resistant starch: preparation and
properties, Cereal Chem 79 (6) (2002) 819–825, https://doi.org/
10.1094/CCHEM.2002.79.6.819.

[17] J. Hasjim, S.O. Lee, S. Hendrich, S. Setiawan, Y. Ai, J.L. Jane,
Characterization of a novel resistant-starch and its effects on
postprandial plasma-glucose and insulin responses, Cereal Chem 87
(4) (2010) 257–262, https://doi.org/10.1094/CCHEM-87-4-0257.

[18] S. Wang, M. Zheng, J. Yu, S. Wang, L. Copeland, Insights into the
formation and structures of starch-protein-lipid complexes, J. Agric.
Food Chem. 65 (9) (2017) 1960–1966, https://doi.org/10.1021/
acs.jafc.6b05772.

[19] G. Zhang, B.R. Hamaker, A three component interaction among starch,
protein, and free fatty acids revealed by pasting profiles, J. Agric.
Food Chem. 51 (9) (2003) 2797–2800, https://doi.org/10.1021/
jf0300341.

[20] G. Zhang, B.R. Hamaker, Sorghum (Sorghum bicolor L. Moench) flour
pasting properties influenced by free fatty acids and protein, Cereal
Chem 82 (5) (2005) 534–540, https://doi.org/10.1094/CC-82-0534.

https://doi.org/10.1016/j.jcs.2003.12.001
https://doi.org/10.1016/j.jcs.2003.12.001
https://doi.org/10.1039/an9820700307
https://doi.org/10.1007/978-1-4684-5784-1_20
https://doi.org/10.1039/an9840900937
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref5
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref5
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref5
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref5
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref5
https://doi.org/10.1093/jaoac/87.3.727
https://doi.org/10.1016/S0260-8774(02)00265-0
https://doi.org/10.1016/S0260-8774(02)00265-0
https://doi.org/10.1016/j.carbpol.2004.08.012
https://doi.org/10.1016/j.carbpol.2004.08.012
https://doi.org/10.1016/j.ifset.2003.11.003
https://doi.org/10.1016/j.ijbiomac.2019.09.199
https://doi.org/10.1016/j.ijbiomac.2019.09.199
https://doi.org/10.1111/1750-3841.12690
https://doi.org/10.1111/1750-3841.12690
https://doi.org/10.1017/S1751731118001003
https://doi.org/10.3390/md19010026
https://doi.org/10.1093/ajcn/42.5.778
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref15
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref15
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref15
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref15
https://doi.org/10.1094/CCHEM.2002.79.6.819
https://doi.org/10.1094/CCHEM.2002.79.6.819
https://doi.org/10.1094/CCHEM-87-4-0257
https://doi.org/10.1021/acs.jafc.6b05772
https://doi.org/10.1021/acs.jafc.6b05772
https://doi.org/10.1021/jf0300341
https://doi.org/10.1021/jf0300341
https://doi.org/10.1094/CC-82-0534


Z. Wang et al. Advances in Nutrition 14 (2023) 1131–1144
[21] M. Zheng, C. Chao, J. Yu, L. Copeland, S. Wang, S. Wang, Effects of
chain length and degree of unsaturation of fatty acids on structure and
in vitro digestibility of starch-protein-fatty acid complexes, J. Agric.
Food Chem. 66 (8) (2018) 1872–1880, https://doi.org/10.1021/
acs.jafc.7b04779.

[22] C. Chao, J. Cai, J. Yu, L. Copeland, S. Wang, S. Wang, Toward a better
understanding of starch-monoglyceride-protein interactions, J. Agric.
Food Chem. 66 (50) (2018) 13253–13259, https://doi.org/10.1021/
acs.jafc.8b04742.

[23] S. Wang, S. Wang, L. Liu, S. Wang, L. Copeland, Structural orders of
wheat starch do not determine the in vitro enzymatic digestibility,
J. Agric. Food Chem. 65 (8) (2017) 1697–1706, https://doi.org/
10.1021/acs.jafc.6b04044.

[24] A.M. Stephen, M.M. Champ, S.J. Cloran, M. Fleith, L. van Lieshout,
H. Mejborn, et al., Dietary fibre in Europe: current state of knowledge
on definitions, sources, recommendations, intakes and relationships to
health, Nutr. Res. Rev. 30 (2) (2017) 149–190, https://doi.org/
10.1017/S095442241700004X.

[25] J. Cummings, The Effect of Dietary Fiber on Fecal Weight and
Composition, in: G.A. Spiller (Ed.), CRC Handbook of Dietary Fiber in
Human Nutrition, Third Edition, CRC Press, Boca Raton, 2001.

[26] A.M. Stephen, J.H. Cummings, Water-holding by dietary fibre in vitro
and its relationship to faecal output in man, Gut 20 (8) (1979)
722–729, https://doi.org/10.1136/gut.20.8.722.

[27] P. Marteau, B. Flouri�e, C. Cherbut, J.L. Corr�eze, P. Pellier, J. Seylaz, et
al., Digestibility and bulking effect of ispaghula husks in healthy
humans, Gut 35 (12) (1994) 1747–1752, https://doi.org/10.1136/
gut.35.12.1747.

[28] L. Brown, B. Rosner, W.W. Willett, F.M. Sacks, Cholesterol-lowering
effects of dietary fiber: a meta-analysis, Am. J. Clin. Nutr. 69 (1)
(1999) 30–42, https://doi.org/10.1093/ajcn/69.1.30.

[29] B. Yao, H. Fang, W. Xu, Y. Yan, H. Xu, Y. Liu, et al., Dietary fiber intake
and risk of type 2 diabetes: a dose-response analysis of prospective
studies, Eur. J. Epidemiol. 29 (2) (2014) 79–88, https://doi.org/
10.1007/s10654-013-9876-x.

[30] S. Fuller, E. Beck, H. Salman, L. Tapsell, New horizons for the study of
dietary fiber and health: a review, Plant Foods Hum. Nutr. 71 (1)
(2016) 1–12, https://doi.org/10.1007/s11130-016-0529-6.

[31] C.V. Agostoni, J.L. Bresson, S. Fairweather-Tait, A. Flynn, I. Golly,
H. Korhonen, et al., Scientific opinion on dietary reference values for
fats, including saturated fatty acids, polyunsaturated fatty acids,
monounsaturated fatty acids, trans fatty acids, and cholesterol, EFSA J
8 (3) (2010) 461, https://doi.org/10.2903/j.efsa.2010.1461.

[32] EFSA Panel on Dietetic Products, Nutrition and Allergies, Scientific
opinion on the substantiation of health claims related to dietary fibre
and maintenance of normal blood cholesterol concentrations (ID 747,
750, 811) pursuant to Article 13(1) of Regulation (EC) No 1924/2006,
EFSA J 7 (9) (2009) 1255, https://doi.org/10.2903/j.efsa.
2009.1255.

[33] S. Lockyer, A.P. Nugent, Health effects of resistant starch, Nutr. Bull.
42 (1) (2017) 10–41, https://doi.org/10.1111/nbu.12244.

[34] Z. Ma, J.I. Boye, Research advances on structural characterization of
resistant starch and its structure-physiological function relationship: a
review, Crit. Rev. Food Sci. Nutr. 58 (7) (2018) 1059–1083, https://
doi.org/10.1080/10408398.2016.1230537.

[35] R. Abdi, I.J. Joye, Prebiotic potential of cereal components, Foods 10
(10) (2021) 2338, https://doi.org/10.3390/foods10102338.

[36] G.R. Gibson, M.B. Roberfroid, Dietary modulation of the human
colonic microbiota: introducing the concept of prebiotics, J. Nutr. 125
(6) (1995) 1401–1412, https://doi.org/10.1093/jn/125.6.1401.

[37] G.R. Gibson, R. Hutkins, M.E. Sanders, S.L. Prescott, R.A. Reimer,
S.J. Salminen, et al., Expert consensus document: the International
Scientific Association for Probiotics and Prebiotics (ISAPP) consensus
statement on the definition and scope of prebiotics, Nat. Rev.
Gastroenterol. Hepatol. 14 (8) (2017) 491–502, https://doi.org/
10.1038/nrgastro.2017.75.

[38] K. Mehmood, A. Moin, T. Hussain, S.M.D. Rizvi, D.V. Gowda, S. Shakil,
et al., Can manipulation of gut microbiota really be transformed into
an intervention strategy for cardiovascular disease management? Folia
Microbiol 66 (6) (2021) 897–916, https://doi.org/10.1007/s12223-
021-00926-5.

[39] R. Ciftciler, A.E. Ciftciler, The importance of microbiota in
hematology, Transfus. Apher. Sci. 61 (2) (2022), 103320, https://
doi.org/10.1016/j.transci.2021.103320.

[40] S. Baldi, T. Mundula, G. Nannini, A. Amedei, Microbiota shaping - the
effects of probiotics, prebiotics, and fecal microbiota transplant on
1141
cognitive functions: a systematic review, World J. Gastroenterol. 27
(39) (2021) 6715–6732, https://doi.org/10.3748/wjg.v27.i39.6715.

[41] D. Dhar, A. Mohanty, Gut microbiota and Covid-19- possible link and
implications, Virus Res 285 (2020), 198018, https://doi.org/10.1016/
j.virusres.2020.198018.

[42] K.S. Batista, J.G. de Albuquerque, M.H.A. de Vasconcelos,
M.L.R. Bezerra, M.B. da Silva Barbalho, R.O. Pinheiro, et al., Probiotics
and prebiotics: potential prevention and therapeutic target for
nutritional management of COVID-19? Nutr. Res. Rev. 20 (2021)
1–18, https://doi.org/10.1017/S0954422421000317.

[43] S.A. Zaman, S.R. Sarbini, The potential of resistant starch as a
prebiotic, Crit. Rev. Biotechnol. 36 (3) (2016) 578–584, https://
doi.org/10.3109/07388551.2014.993590.

[44] Y.E. Tuncil, Y. Xiao, N.T. Porter, B.L. Reuhs, E.C. Martens,
B.R. Hamaker, Reciprocal prioritization to dietary glycans by gut
bacteria in a competitive environment promotes stable coexistence,
mBio 8 (5) (2017), https://doi.org/10.1128/mBio.01068-17, 01068-
01017.

[45] J. Larsbrink, T.E. Rogers, G.R. Hemsworth, L.S. McKee, A.S. Tauzin,
O. Spadiut, et al., A discrete genetic locus confers xyloglucan
metabolism in select human gut bacteroidetes, Nature 506 (7489)
(2014) 498–502, https://doi.org/10.1038/nature12907.

[46] X. Ze, S.H. Duncan, P. Louis, H.J. Flint, Ruminococcus bromii is a
keystone species for the degradation of resistant starch in the human
colon, ISME J 6 (8) (2012) 1535–1543, https://doi.org/10.1038/
ismej.2012.4.

[47] E.H. Crost, G. Le Gall, J.A. Laverde-Gomez, I. Mukhopadhya, H.J. Flint,
N. Juge, Mechanistic insights into the cross-feeding of Ruminococcus
gnavus and Ruminococcus bromii on host and dietary carbohydrates,
Front. Microbiol. 9 (2018) 2558, https://doi.org/10.3389/
fmicb.2018.02558.

[48] D.W. Cockburn, N.M. Koropatkin, Polysaccharide degradation by the
intestinal microbiota and its influence on human health and disease,
J. Mol. Biol. 428 (16) (2016) 3230–3252, https://doi.org/10.1016/
j.jmb.2016.06.021.

[49] A. Belenguer, S.H. Duncan, A.G. Calder, G. Holtrop, P. Louis,
G.E. Lobley, et al., Two routes of metabolic cross-feeding between
Bifidobacterium adolescentis and butyrate-producing anaerobes from
the human gut, Appl. Environ. Microbiol. 72 (5) (2006) 3593–3599,
https://doi.org/10.1128/AEM.72.5.3593-3599.2006.

[50] B. Zheng, T. Wang, H. Wang, L. Chen, Z. Zhou, Studies on nutritional
intervention of rice starch- oleic acid complex (resistant starch type V)
in rats fed by high-fat diet, Carbohydr. Polym. 246 (2020), 116637,
https://doi.org/10.1016/j.carbpol.2020.116637.

[51] W. Drochner, H. Meyer, Digestion of organic matter in the large
intestine of ruminants, horses, pigs and dogs, Adv. Anim. Physiol.
Anim. Nutr. (1991) 18–40, https://doi.org/10.1109/
STEP.2002.1267609.

[52] A. Just, J.O. Andersen, H. Jørgensen, The influence of diet composition
on the apparent digestibility of crude fat and fatty acids at the terminal
ileum and overall in pigs, Ztschrift Tierphysiol. Tierernhrung
Futtermittelk. 44 (1–5) (2010) 82–92, https://doi.org/10.1111/
j.1439-0396.1980.tb00640.x.

[53] E.T. Moran, Fat feeding value: relationships between analyses,
digestion, and absorption, in: Proceedings Western Canada Animal
Nutrition Conference, 1989.

[54] H. Jørgensen, J.A. Fern�andez, Chemical composition and energy value
of different fat sources for growing pigs, Acta Agric. Scand. 50 (3)
(2000) 129–136, https://doi.org/10.1080/090647000750014250.

[55] J. Powles, J. Wiseman, D.J.A. Cole, B. Hardy, Effect of chemical
structure of fats upon their apparent digestible energy value when
given to growing/finishing pigs, Anim. Sci. 57 (1) (1993) 137–146,
https://doi.org/10.1017/S000335610000670X.

[56] J. Wiseman, J. Powles, F. Salvador, Comparison between pigs and
poultry in the prediction of the dietary energy value of fats, Anim.
Feed Sci. Technol. 71 (1-2) (1998) 1–9, https://doi.org/10.1016/
S0377-8401(97)00142-9.

[57] M. Siljestrm, N. Asp, Resistant starch formation during baking-effect of
baking time and temperature and variations in the recipe, Z. Lebensm.
Unters. Forsch. 181 (1) (1985) 4–8, https://doi.org/10.1007/
BF01124798.

[58] M. Champ, A.M. Langkilde, F. Brouns, B. Kettlitz, Y.L. Bail-Collet,
Advances in dietary fibre characterisation. 2. Consumption, chemistry,
physiology and measurement of resistant starch; implications for
health and food labelling, Nutr. Res. Rev. 16 (2) (2003) 143–161,
https://doi.org/10.1079/NRR200364.

https://doi.org/10.1021/acs.jafc.7b04779
https://doi.org/10.1021/acs.jafc.7b04779
https://doi.org/10.1021/acs.jafc.8b04742
https://doi.org/10.1021/acs.jafc.8b04742
https://doi.org/10.1021/acs.jafc.6b04044
https://doi.org/10.1021/acs.jafc.6b04044
https://doi.org/10.1017/S095442241700004X
https://doi.org/10.1017/S095442241700004X
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref25
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref25
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref25
https://doi.org/10.1136/gut.20.8.722
https://doi.org/10.1136/gut.35.12.1747
https://doi.org/10.1136/gut.35.12.1747
https://doi.org/10.1093/ajcn/69.1.30
https://doi.org/10.1007/s10654-013-9876-x
https://doi.org/10.1007/s10654-013-9876-x
https://doi.org/10.1007/s11130-016-0529-6
https://doi.org/10.2903/j.efsa.2010.1461
https://doi.org/10.2903/j.efsa.2009.1255
https://doi.org/10.2903/j.efsa.2009.1255
https://doi.org/10.1111/nbu.12244
https://doi.org/10.1080/10408398.2016.1230537
https://doi.org/10.1080/10408398.2016.1230537
https://doi.org/10.3390/foods10102338
https://doi.org/10.1093/jn/125.6.1401
https://doi.org/10.1038/nrgastro.2017.75
https://doi.org/10.1038/nrgastro.2017.75
https://doi.org/10.1007/s12223-021-00926-5
https://doi.org/10.1007/s12223-021-00926-5
https://doi.org/10.1016/j.transci.2021.103320
https://doi.org/10.1016/j.transci.2021.103320
https://doi.org/10.3748/wjg.v27.i39.6715
https://doi.org/10.1016/j.virusres.2020.198018
https://doi.org/10.1016/j.virusres.2020.198018
https://doi.org/10.1017/S0954422421000317
https://doi.org/10.3109/07388551.2014.993590
https://doi.org/10.3109/07388551.2014.993590
https://doi.org/10.1128/mBio.01068-17
https://doi.org/10.1038/nature12907
https://doi.org/10.1038/ismej.2012.4
https://doi.org/10.1038/ismej.2012.4
https://doi.org/10.3389/fmicb.2018.02558
https://doi.org/10.3389/fmicb.2018.02558
https://doi.org/10.1016/j.jmb.2016.06.021
https://doi.org/10.1016/j.jmb.2016.06.021
https://doi.org/10.1128/AEM.72.5.3593-3599.2006
https://doi.org/10.1016/j.carbpol.2020.116637
https://doi.org/10.1109/STEP.2002.1267609
https://doi.org/10.1109/STEP.2002.1267609
https://doi.org/10.1111/j.1439-0396.1980.tb00640.x
https://doi.org/10.1111/j.1439-0396.1980.tb00640.x
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref53
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref53
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref53
https://doi.org/10.1080/090647000750014250
https://doi.org/10.1017/S000335610000670X
https://doi.org/10.1016/S0377-8401(97)00142-9
https://doi.org/10.1016/S0377-8401(97)00142-9
https://doi.org/10.1007/BF01124798
https://doi.org/10.1007/BF01124798
https://doi.org/10.1079/NRR200364


Z. Wang et al. Advances in Nutrition 14 (2023) 1131–1144
[59] S. Mutlu, K. Kahraman, S. €Oztürk, Optimization of resistant starch
formation from high amylose corn starch by microwave irradiation
treatments and characterization of starch preparations, Int. J. Biol.
Macromol. 95 (2017) 635–642, https://doi.org/10.1016/
j.ijbiomac.2016.11.097.

[60] M. Wang, M. Sun, Y. Zhang, Y. Chen, Y. Wu, J. Ouyang, Effect of
microwave irradiation-retrogradation treatment on the digestive and
physicochemical properties of starches with different crystallinity,
Food Chem 298 (2019), 125015, https://doi.org/10.1016/
j.foodchem.2019.125015.

[61] A.N. Dundar, D. Gocmen, Effects of autoclaving temperature and
storing time on resistant starch formation and its functional and
physicochemical properties, Carbohydr, Polym 97 (2) (2013)
764–771, https://doi.org/10.1016/j.carbpol.2013.04.083.

[62] A. Khan, U.U. Rahman, S. Siddiqui, M. Irfan, A.A. Shah, M. Badshah, et
al., Preparation and characterization of resistant starch type III from
enzymatically hydrolyzed maize flour, Mol. Biol. Rep. 46 (4) (2019)
4565–4580, https://doi.org/10.1007/s11033-019-04913-5.

[63] W. Liu, Y. Hong, Z. Gu, L. Cheng, Z. Li, C. Li, In structure and in vitro
digestibility of waxy corn starch debranched by pullulanase, Food
Hydrocoll 67 (2017) 104–110, https://doi.org/10.1016/
j.foodhyd.2016.12.036.

[64] S.R. Falsafi, Y. Maghsoudlou, M. Aalami, S.M. Jafari, M. Raeisi,
Physicochemical and morphological properties of resistant starch type
4 prepared under ultrasound and conventional conditions and their in-
vitro and in-vivo digestibilities, Ultrason. Sonochem. 53 (2019)
110–119, https://doi.org/10.1016/j.ultsonch.2018.12.039.

[65] K. Kahraman, H. Koksel, P.K. Ng, Optimisation of the reaction
conditions for the production of cross-linked starch with high resistant
starch content, Food Chem 174 (2015) 173–179, https://doi.org/
10.1016/j.foodchem.2014.11.032.

[66] J.H. Lim, H.R. Kim, S.J. Choi, C.S. Park, T.W. Moon, Complexation of
amylosucrase-modified waxy corn starch with fatty acids:
determination of their physicochemical properties and digestibilities,
J. Food Sci. 84 (6) (2019) 1362–1370, https://doi.org/10.1111/1750-
3841.14647.

[67] X. Chen, X.W. He, B. Zhang, X. Fu, J.L. Jane, Q. Huang, Effects of
adding corn oil and soy protein to corn starch on the physicochemical
and digestive properties of the starch, Int. J. Biol. Macromol. 104 (A)
(2017) 481–486, https://doi.org/10.1016/j.ijbiomac.2017.06.024.

[68] K.Y. Lee, S. Lee, H.G. Lee, Effect of the degree of enzymatic hydrolysis
on the physicochemical properties and in vitro digestibility of rice
starch, Food Sci. Biotechnol. 19 (5) (2010) 1333–1340, https://
doi.org/10.1007/s10068-010-0190-z.

[69] A.R. G�orecki, W. Błaszczak, J. Lewandowicz, J.L. Thanh-Blicharz,
K. Penkacik, Influence of high pressure or autoclaving-cooling cycles
and pullulanase treatment on buckwheat starch properties and
resistant starch formation, Pol. J. Food Nutr. Sci. 68 (3) (2018)
235–242, https://doi.org/10.1515/pjfns-2018-0001.

[70] X. Zhou, S. Wang, Y. Zhou, Study on the structure and digestibility of
high amylose Tartary buckwheat (Fagopyrum tataricum Gaertn.)
starch-flavonoid prepared by different methods, J. Food Sci. 86 (4)
(2021) 1463–1474, https://doi.org/10.1111/1750-3841.15657.

[71] P.T.B. Trung, L.B.B. Ngoc, P.N. Hoa, N.N.T. Tien, P.V. Hung, Impact of
heat-moisture and annealing treatments on physicochemical
properties and digestibility of starches from different colored sweet
potato varieties, Int. J. Biol. Macromol. 105 (1) (2017) 1071–1078,
https://doi.org/10.1016/j.ijbiomac.2017.07.131.

[72] Y.D. Li, T.C. Xu, J.X. Xiao, A.Z. Zong, B. Qiu, M. Jia, et al., Efficacy of
potato resistant starch prepared by microwave-toughening treatment,
Carbohydr, Polym 192 (2018) 299–307, https://doi.org/10.1016/
j.carbpol.2018.03.076.

[73] X. Chen, J. Luo, Z. Liang, J. Zhu, L. Li, Q. Wang, Structural and
physicochemical/digestion characteristics of potato starch-amino acid
complexes prepared under hydrothermal conditions, Int. J. Biol.
Macromol. 145 (2020) 1091–1098, https://doi.org/10.1016/
j.ijbiomac.2019.09.202.

[74] P.V. Hung, N.T.H. My, N.T.L. Phi, Impact of acid and heat–moisture
treatment combination on physicochemical characteristics and
resistant starch contents of sweet potato and yam starches, Starch –

St€arke. 66 (11-12) (2014) 1013–1021, https://doi.org/10.1002/
star.201400104.

[75] P. Van Hung, N.T. Huong, N.T. Phi, N.N. Tien, Physicochemical
characteristics and in vitro digestibility of potato and cassava starches
under organic acid and heat-moisture treatments, Int. J. Biol.
1142
Macromol. 95 (2017) 299–305, https://doi.org/10.1016/
j.ijbiomac.2016.11.074.

[76] Z. Zhang, J. Tian, H. Fang, H. Zhang, X. Kong, D. Wu, et al.,
Physicochemical and digestion properties of potato starch were
modified by complexing with grape seed proanthocyanidins,
Molecules 25 (5) (2020) 1123, https://doi.org/10.3390/
molecules25051123.

[77] V. Sharma, M. Kaur, K.S. Sandhu, S.K. Godara, Effect of cross-linking
on physico-chemical, thermal, pasting, in vitro digestibility and film
forming properties of Faba bean (Vicia faba L.) starch, Int. J. Biol.
Macromol. 159 (2020) 243–249, https://doi.org/10.1016/
j.ijbiomac.2020.05.014.

[78] C.K. Reddy, M. Suriya, S. Haripriya, Physico-chemical and functional
properties of resistant starch prepared from red kidney beans
(Phaseolus vulgaris.L) starch by enzymatic method, Carbohydr, Polym
95 (1) (2013) 220–226, https://doi.org/10.1016/
j.carbpol.2013.02.060.

[79] M. Zheng, S. Lei, H. Wu, B. Zheng, Y. Zhang, H. Zeng, Effect of
chitosan on the digestibility and molecular structural properties of
lotus seed starch, Food Chem. Toxicol. 133 (2019), 110731, https://
doi.org/10.1016/j.fct.2019.110731.

[80] Z. Guo, X. Jia, X. Lin, B. Chen, S. Sun, B. Zheng, Insight into the
formation, structure and digestibility of lotus seed amylose-fatty acid
complexes prepared by high hydrostatic pressure, Food Chem. Toxicol.
128 (2019) 81–88, https://doi.org/10.1016/j.fct.2019.03.052.

[81] Y. Zheng, Y. Ou, Y. Zhang, B. Zheng, H. Zeng, S. Zeng,
Physicochemical properties and in vitro digestibility of lotus seed
starch-lecithin complexes prepared by dynamic high pressure
homogenization, Int. J. Biol. Macromol. 156 (2020) 196–203, https://
doi.org/10.1016/j.ijbiomac.2020.04.032.

[82] C. Zhang, M. Qiu, T. Wang, L. Luo, W. Xu, J. Wu, et al., Preparation,
structure characterization, and specific gut microbiota properties
related to anti-hyperlipidemic action of type 3 resistant starch from
Canna edulis, Food Chem 351 (2021), 129340, https://doi.org/
10.1016/j.foodchem.2021.129340.

[83] X. Li, X. Zhang, W. Yang, L. Guo, L. Huang, X. Li, et al., Preparation
and characterization of native and autoclaving-cooling treated Pinellia
ternate starch and its impact on gut microbiota, Int. J. Biol. Macromol.
182 (2021) 1351–1361, https://doi.org/10.1016/
j.ijbiomac.2021.05.077.

[84] Y. Yang, Q. Chen, A. Yu, S. Tong, Z. Gu, Study on structural
characterization, physicochemical properties and digestive properties
of Euryale ferox resistant starch, Food Chem 359 (2021), 129924,
https://doi.org/10.1016/j.foodchem.2021.129924.

[85] F. Zeng, T. Li, H. Zhao, H. Chen, X. Yu, B. Liu, Effect of debranching
and temperature-cycled crystallization on the physicochemical
properties of kudzu (Pueraria lobata) resistant starch, Int. J. Biol.
Macromol. 129 (2019) 1148–1154, https://doi.org/10.1016/
j.ijbiomac.2019.01.028.

[86] G.E. Bednar, A.R. Patil, S.M. Murray, C.M. Grieshop, N.R. Merchen Jr.,
G.C. Fahey, Starch and fiber fractions in selected food and feed
ingredients affect their small intestinal digestibility and fermentability
and their large bowel fermentability in vitro in a canine model,
J. Nutr. 131 (2) (2001) 276–286, https://doi.org/10.1093/jn/
131.2.276.

[87] G.A. Ya~nez-Farias, J.G. Moreno-Valencia, M. Falc�on-Villa, J.M. Barr�on-
Hoyos, Isolation and partial characterization of starches from dry
beans (Phaseolus vulgaris) and chickpeas (Cicer arietinum), grown in
sonora, mexico, Starch - St€arke. 49 (9) (1997) 341–345, https://
doi.org/10.1002/star.19970490904.

[88] W.S. Ratnayake, R. Hoover, F. Shahidi, C. Perera, J. Jane,
Composition, molecular structure, and physicochemical properties of
starches from four field pea (Pisum sativum L.) cultivars, Food Chem
74 (2) (2001) 189–202, https://doi.org/10.1016/S0308-8146(01)
00124-8.

[89] K.S. Sandhu, S.T. Lim, Digestibility of legume starches as influenced by
their physical and structural properties, Carbohydr, Polym 71 (2)
(2008) 245–252, https://doi.org/10.1016/j.carbpol.2007.05.036.

[90] J. Kossmann, J. Lloyd, Understanding and influencing starch
biochemistry, Crit. Rev. Biochem. Mol. Biol. 35 (3) (2000) 141–196,
https://doi.org/10.1080/07352680091139204.

[91] S.X. Zeng, B.D. Zheng, Y.Y. Lin, X.H. Zhuo, Granular characteristics of
lotus-seed starch, J. Chin. Cereals Oils Assoc. 8 (2009) 62–64.

[92] P.V. Vanhung, N. Morita, Chemical compositions, fine structure and
physicochemical properties of kudzu (Pueraria lobata) starches from

https://doi.org/10.1016/j.ijbiomac.2016.11.097
https://doi.org/10.1016/j.ijbiomac.2016.11.097
https://doi.org/10.1016/j.foodchem.2019.125015
https://doi.org/10.1016/j.foodchem.2019.125015
https://doi.org/10.1016/j.carbpol.2013.04.083
https://doi.org/10.1007/s11033-019-04913-5
https://doi.org/10.1016/j.foodhyd.2016.12.036
https://doi.org/10.1016/j.foodhyd.2016.12.036
https://doi.org/10.1016/j.ultsonch.2018.12.039
https://doi.org/10.1016/j.foodchem.2014.11.032
https://doi.org/10.1016/j.foodchem.2014.11.032
https://doi.org/10.1111/1750-3841.14647
https://doi.org/10.1111/1750-3841.14647
https://doi.org/10.1016/j.ijbiomac.2017.06.024
https://doi.org/10.1007/s10068-010-0190-z
https://doi.org/10.1007/s10068-010-0190-z
https://doi.org/10.1515/pjfns-2018-0001
https://doi.org/10.1111/1750-3841.15657
https://doi.org/10.1016/j.ijbiomac.2017.07.131
https://doi.org/10.1016/j.carbpol.2018.03.076
https://doi.org/10.1016/j.carbpol.2018.03.076
https://doi.org/10.1016/j.ijbiomac.2019.09.202
https://doi.org/10.1016/j.ijbiomac.2019.09.202
https://doi.org/10.1002/star.201400104
https://doi.org/10.1002/star.201400104
https://doi.org/10.1016/j.ijbiomac.2016.11.074
https://doi.org/10.1016/j.ijbiomac.2016.11.074
https://doi.org/10.3390/molecules25051123
https://doi.org/10.3390/molecules25051123
https://doi.org/10.1016/j.ijbiomac.2020.05.014
https://doi.org/10.1016/j.ijbiomac.2020.05.014
https://doi.org/10.1016/j.carbpol.2013.02.060
https://doi.org/10.1016/j.carbpol.2013.02.060
https://doi.org/10.1016/j.fct.2019.110731
https://doi.org/10.1016/j.fct.2019.110731
https://doi.org/10.1016/j.fct.2019.03.052
https://doi.org/10.1016/j.ijbiomac.2020.04.032
https://doi.org/10.1016/j.ijbiomac.2020.04.032
https://doi.org/10.1016/j.foodchem.2021.129340
https://doi.org/10.1016/j.foodchem.2021.129340
https://doi.org/10.1016/j.ijbiomac.2021.05.077
https://doi.org/10.1016/j.ijbiomac.2021.05.077
https://doi.org/10.1016/j.foodchem.2021.129924
https://doi.org/10.1016/j.ijbiomac.2019.01.028
https://doi.org/10.1016/j.ijbiomac.2019.01.028
https://doi.org/10.1093/jn/131.2.276
https://doi.org/10.1093/jn/131.2.276
https://doi.org/10.1002/star.19970490904
https://doi.org/10.1002/star.19970490904
https://doi.org/10.1016/S0308-8146(01)00124-8
https://doi.org/10.1016/S0308-8146(01)00124-8
https://doi.org/10.1016/j.carbpol.2007.05.036
https://doi.org/10.1080/07352680091139204
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref91
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref91
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref91


Z. Wang et al. Advances in Nutrition 14 (2023) 1131–1144
different regions, Food Chem 105 (2) (2007) 749–755, https://
doi.org/10.1016/j.foodchem.2007.01.023.

[93] B.S. Yadav, P. Guleria, R.B. Yadav, Hydrothermal modification of
Indian water chestnut starch: influence of heat-moisture treatment and
annealing on the physicochemical, gelatinization and pasting
characteristics, LWT Food Sci. Technol. 53 (1) (2013) 211–217,
https://doi.org/10.1016/j.lwt.2013.02.007.

[94] S. Punia, Barley starch modifications: physical, chemical and
enzymatic - a review, Int. J. Biol. Macromol. 144 (2020) 578–585,
https://doi.org/10.1016/j.ijbiomac.2019.12.088.

[95] J. Singh, L. Kaur, O.J. Mccarthy, Factors influencing the physico-
chemical, morphological, thermal and rheological properties of some
chemically modified starches for food applications—a review, Food
Hydrocoll 21 (1) (2007) 1–22, https://doi.org/10.1016/
j.foodhyd.2006.02.006.

[96] D.H.D. Nguyen, P.L. Tran, H.S. Ha, J.S. Lee, W.S. Hong, Q.T. Le, et al.,
Presence of β-amylase in ramie leaf and its anti-staling effect on rice
cake, Food Sc. Biotechnol. 24 (1) (2015) 37–40, https://doi.org/
10.1007/s10068-015-0006-2.

[97] D. Sievert, P. Würsch, Amylose chain association based on differential
scanning calorimetry, J. Food Sci. 58 (6) (1993) 1332–1335, https://
doi.org/10.1111/j.1365-2621.1993.tb06177.x.

[98] R. Cui, C.G. Oates, The effect of amylose-lipid complex formation on
enzyme susceptibility of sago starch, Food Chem 65 (4) (1999)
417–425, https://doi.org/10.1016/S0308-8146(97)00174-X.

[99] S. Srichuwong, D. Curti, S. Austin, R. King, L. Lamothe, H. Gloria-
Hernandez, Physicochemical properties and starch digestibility of
whole grain sorghums, millet, quinoa and amaranth flours, as affected
by starch and non-starch constituents, Food Chem 233 (2017) 1–10,
https://doi.org/10.1016/j.foodchem.2017.04.019.

[100] W. Yu, W. Zou, S. Dhital, P. Wu, M.J. Gidley, G.P. Fox, et al., The
adsorption of α-amylase on barley proteins affects the in vitro
digestion of starch in barley flour, Food Chem 241 (2018) 493–501,
https://doi.org/10.1016/j.foodchem.2017.09.021.

[101] Z.H. Lu, E. Donner, R.Y. Yada, Q. Liu, Physicochemical properties and
in vitro starch digestibility of potato starch/protein blends, Carbohydr.
Polym. 154 (2016) 214–222, https://doi.org/10.1016/
j.carbpol.2016.08.055.

[102] S. Wang, T. Wu, W. Cui, M. Liu, Y. Wu, C. Zhao, et al., Structure and in
vitro digestibility on complex of corn starch with soy isoflavone, Food
Sci. Nutr. 8 (11) (2020) 6061–6068, https://doi.org/10.1002/
fsn3.1896.

[103] Y. Ai, J. Hasjim, J.L. Jane, Effects of lipids on enzymatic hydrolysis and
physical properties of starch, Carbohydr. Polym. 92 (1) (2013)
120–127, https://doi.org/10.1016/j.carbpol.2012.08.092.

[104] D. Shen, H. Bai, Z. Li, Y. Yu, H. Zhang, L. Chen, Positive effects of
resistant starch supplementation on bowel function in healthy adults: a
systematic review and meta-analysis of randomized controlled trials,
Int. J. Food Sci. Nutr. 68 (2) (2017) 149–157, https://doi.org/
10.1080/09637486.2016.1226275.

[105] H.C. Yuan, Y. Meng, H. Bai, D.Q. Shen, B.C. Wan, L.Y. Chen, Meta-
analysis indicates that resistant starch lowers serum total cholesterol
and low-density cholesterol, Nutr. Res. 54 (2018) 1–11, https://
doi.org/10.1016/j.nutres.2018.02.008.

[106] M. Snelson, J. Jong, D. Manolas, S. Kok, A. Louise, R. Stern, et al.,
Metabolic effects of resistant starch type 2: a systematic literature
review and meta-analysis of randomized controlled trials, Nutrients 11
(8) (2019) 1833, https://doi.org/10.3390/nu11081833.

[107] J. Halajzadeh, A. Milajerdi, �Z. Reiner, E. Amirani, F. Kolahdooz,
M. Barekat, et al., Effects of resistant starch on glycemic control, serum
lipoproteins and systemic inflammation in patients with metabolic
syndrome and related disorders: a systematic review and meta-
analysis of randomized controlled clinical trials, Crit. Rev. Food Sci.
Nutr. 60 (18) (2020) 3172–3184, https://doi.org/10.1080/
10408398.2019.1680950.

[108] Y. Wang, J. Chen, Y.H. Song, R. Zhao, L. Xia, Y. Chen, et al., Effects of
the resistant starch on glucose, insulin, insulin resistance, and lipid
parameters in overweight or obese adults: a systematic review and
meta-analysis, Nutr. Diabetes. 9 (1) (2019) 19, https://doi.org/
10.1038/s41387-019-0086-9.

[109] C. Gao, M. Rao, W. Huang, Q. Wan, P. Yan, Y. Long, et al., Resistant
starch ameliorated insulin resistant in patients of type 2 diabetes with
obesity: a systematic review and meta-analysis, Lipids Health Dis 18
(1) (2019) 205, https://doi.org/10.1186/s12944-019-1127-z.

[110] M. Rao, C. Gao, J. Hou, J. Gu, B.Y.K. Law, Y. Xu, Non-digestible
carbohydrate and the risk of colorectal neoplasia: a systematic review,
1143
Nutr. Cancer. 73 (1) (2021) 31–44, https://doi.org/10.1080/
01635581.2020.1742360.

[111] M. Vahdat, S.A. Hosseini, G. Khalatbari Mohseni, J. Heshmati,
M. Rahimlou, Effects of resistant starch interventions on circulating
inflammatory biomarkers: a systematic review and meta-analysis of
randomized controlled trials, Nutr. J. 19 (1) (2020) 33, https://
doi.org/10.1186/s12937-020-00548-6.

[112] L. Jia, X. Dong, X. Li, R. Jia, H.L. Zhang, Benefits of resistant starch
type 2 for patients with end-stage renal disease under maintenance
hemodialysis: a systematic review and meta-analysis, Int. J. Med. Sci.
18 (3) (2021) 811–820, https://doi.org/10.7150/ijms.51484.

[113] F. Haghighatdoost, A. Gholami, M. Hariri, Effect of resistant starch
type 2 on inflammatory mediators: a systematic review and meta-
analysis of randomized controlled trials, Complement, Ther. Med. 56
(2021), 102597, https://doi.org/10.1016/j.ctim.2020.102597.

[114] S. Amini, A. Mansoori, L. Maghsumi-Norouzabad, The effect of acute
consumption of resistant starch on appetite in healthy adults; a
systematic review and meta-analysis of the controlled clinical trials,
Clin. Nutr. ESPEN. 41 (2021) 42–48, https://doi.org/10.1016/
j.clnesp.2020.12.006.

[115] K. Xiong, J. Wang, T. Kang, F. Xu, A. Ma, Effects of resistant starch on
glycaemic control: a systematic review and meta-analysis, Br. J. Nutr.
125 (11) (2021) 1260–1269, https://doi.org/10.1017/
S0007114520003700.

[116] Y. Wei, X. Zhang, Y. Meng, Q. Wang, H. Xu, L. Chen, et al., The effects
of resistant starch on biomarkers of inflammation and oxidative stress:
a systematic review and meta-analysis, Nutr. Cancer. 74 (7) (2022)
2337–2350, https://doi.org/10.1080/01635581.2021.2019284.

[117] M.P. Maziarz, Role of fructans and resistant starch in diabetes care,
Diabetes Spec 26 (1) (2013) 35–39, https://doi.org/10.2337/
diaspect.26.1.35.

[118] P. Sharma, A. Panchal, N. Yadav, J. Narang, Analytical techniques for
the detection of glycated haemoglobin underlining the sensors, Int. J.
Biol. Macromol. 155 (2020) 685–696, https://doi.org/10.1016/
j.ijbiomac.2020.03.205.

[119] Y. Hu, C. Li, Y. Hou, Possible regulation of liver glycogen structure
through the gut-liver axis by resistant starch: a review, Food Funct 12
(22) (2021) 11154–11164, https://doi.org/10.1039/d1fo02416g.

[120] H. Liu, M. Zhang, Q. Ma, B. Tian, C. Nie, Z. Chen, et al., Health
beneficial effects of resistant starch on diabetes and obesity via
regulation of gut microbiota: a review, Food Funct 11 (7) (2020)
5749–5767, https://doi.org/10.1039/d0fo00855a.

[121] M. Snelson, N.J. Kellow, M.T. Coughlan, Modulation of the gut
microbiota by resistant starch as a treatment of chronic kidney
diseases: evidence of efficacy and mechanistic insights, Adv. Nutr. 10
(2) (2019) 303–320, https://doi.org/10.1093/advances/nmy068.

[122] T.J. Ashaolu, J.O. Ashaolu, S.A.O. Adeyeye, Fermentation of prebiotics
by human colonic microbiota in vitro and short-chain fatty acids
production: a critical review, J. Appl. Microbiol. 130 (3) (2021)
677–687, https://doi.org/10.1111/jam.14843.

[123] S. Coppola, C. Avagliano, A. Calignano, R.B. Canani, The protective
role of butyrate against obesity and obesity-related diseases, Molecules
26 (2021) 682, https://doi.org/10.3390/molecules26030682.

[124] Y.P. Silva, A. Bernardi, R.L. Frozza, The role of short-chain fatty acids
from gut microbiota in gut-brain communication, Front. Endocrinol.
(Lausanne). 11 (2020) 25, https://doi.org/10.3389/
fendo.2020.00025.

[125] A. De Silva, S.R. Bloom, Gut hormones and appetite control: a focus on
PYY and GLP-1 as therapeutic targets in obesity, Gut Liver 6 (1) (2012)
10–20, https://doi.org/10.5009/gnl.2012.6.1.10.

[126] R.L. Batterham, M.A. Cowley, C.J. Small, H. Herzog, M.A. Cohen,
C.L. Dakin, et al., Gut hormone PYY(3-36) physiologically inhibits
food intake, Nature 418 (6898) (2002) 650–654, https://doi.org/
10.1038/nature00887.

[127] J.P. Segain, D. Raingeard de la Bl�eti�ere, A. Bourreille, V. Leray,
N. Gervois, C. Rosales, et al., Butyrate inhibits inflammatory responses
through NFkappaB inhibition: implications for Crohn’s disease, Gut 47
(3) (2000) 397–403, https://doi.org/10.1136/gut.47.3.397.

[128] I. Martínez, J. Kim, P.R. Duffy, V.L. Schlegel, J. Walter, Resistant
starches types 2 and 4 have differential effects on the composition of
the fecal microbiota in human subjects, PLoS. One. 5 (11) (2010),
e15046, https://doi.org/10.1371/journal.pone.0015046.

[129] A.W. Walker, J. Ince, S.H. Duncan, L.M. Webster, G. Holtrop, X. Ze, et
al., Dominant and diet-responsive groups of bacteria within the human
colonic microbiota, ISME J 5 (2) (2011) 220–230, https://doi.org/
10.1038/ismej.2010.118.

https://doi.org/10.1016/j.foodchem.2007.01.023
https://doi.org/10.1016/j.foodchem.2007.01.023
https://doi.org/10.1016/j.lwt.2013.02.007
https://doi.org/10.1016/j.ijbiomac.2019.12.088
https://doi.org/10.1016/j.foodhyd.2006.02.006
https://doi.org/10.1016/j.foodhyd.2006.02.006
https://doi.org/10.1007/s10068-015-0006-2
https://doi.org/10.1007/s10068-015-0006-2
https://doi.org/10.1111/j.1365-2621.1993.tb06177.x
https://doi.org/10.1111/j.1365-2621.1993.tb06177.x
https://doi.org/10.1016/S0308-8146(97)00174-X
https://doi.org/10.1016/j.foodchem.2017.04.019
https://doi.org/10.1016/j.foodchem.2017.09.021
https://doi.org/10.1016/j.carbpol.2016.08.055
https://doi.org/10.1016/j.carbpol.2016.08.055
https://doi.org/10.1002/fsn3.1896
https://doi.org/10.1002/fsn3.1896
https://doi.org/10.1016/j.carbpol.2012.08.092
https://doi.org/10.1080/09637486.2016.1226275
https://doi.org/10.1080/09637486.2016.1226275
https://doi.org/10.1016/j.nutres.2018.02.008
https://doi.org/10.1016/j.nutres.2018.02.008
https://doi.org/10.3390/nu11081833
https://doi.org/10.1080/10408398.2019.1680950
https://doi.org/10.1080/10408398.2019.1680950
https://doi.org/10.1038/s41387-019-0086-9
https://doi.org/10.1038/s41387-019-0086-9
https://doi.org/10.1186/s12944-019-1127-z
https://doi.org/10.1080/01635581.2020.1742360
https://doi.org/10.1080/01635581.2020.1742360
https://doi.org/10.1186/s12937-020-00548-6
https://doi.org/10.1186/s12937-020-00548-6
https://doi.org/10.7150/ijms.51484
https://doi.org/10.1016/j.ctim.2020.102597
https://doi.org/10.1016/j.clnesp.2020.12.006
https://doi.org/10.1016/j.clnesp.2020.12.006
https://doi.org/10.1017/S0007114520003700
https://doi.org/10.1017/S0007114520003700
https://doi.org/10.1080/01635581.2021.2019284
https://doi.org/10.2337/diaspect.26.1.35
https://doi.org/10.2337/diaspect.26.1.35
https://doi.org/10.1016/j.ijbiomac.2020.03.205
https://doi.org/10.1016/j.ijbiomac.2020.03.205
https://doi.org/10.1039/d1fo02416g
https://doi.org/10.1039/d0fo00855a
https://doi.org/10.1093/advances/nmy068
https://doi.org/10.1111/jam.14843
https://doi.org/10.3390/molecules26030682
https://doi.org/10.3389/fendo.2020.00025
https://doi.org/10.3389/fendo.2020.00025
https://doi.org/10.5009/gnl.2012.6.1.10
https://doi.org/10.1038/nature00887
https://doi.org/10.1038/nature00887
https://doi.org/10.1136/gut.47.3.397
https://doi.org/10.1371/journal.pone.0015046
https://doi.org/10.1038/ismej.2010.118
https://doi.org/10.1038/ismej.2010.118


Z. Wang et al. Advances in Nutrition 14 (2023) 1131–1144
[130] A. Salonen, L. Lahti, J. Saloj€arvi, G. Holtrop, K. Korpela, S.H. Duncan,
et al., Impact of diet and individual variation on intestinal microbiota
composition and fermentation products in obese men, ISME J 8 (11)
(2014) 2218–2230, https://doi.org/10.1038/ismej.2014.63.

[131] M.I. Ordiz, T.D. May, K. Mihindukulasuriya, J. Martin, J. Crowley,
P.I. Tarr, et al., The effect of dietary resistant starch type 2 on the
microbiota and markers of gut inflammation in rural Malawi children,
Microbiome 3 (2015) 37, https://doi.org/10.1186/s40168-015
-0102-9.

[132] A. Venkataraman, J.R. Sieber, A.W. Schmidt, C. Waldron, K.R. Theis,
T.M. Schmidt, Variable responses of human microbiomes to dietary
supplementation with resistant starch, Microbiome 4 (1) (2016) 33,
https://doi.org/10.1186/s40168-016-0178-x.

[133] M.J. Alfa, D. Strang, P.S. Tappia, M. Graham, G. Van Domselaar,
J.D. Forbes, et al., A randomized trial to determine the impact of a
digestion resistant starch composition on the gut microbiome in older
and mid-age adults, Clin. Nutr. 37 (3) (2018) 797–807, https://
doi.org/10.1016/j.clnu.2017.03.025.

[134] L. Zhang, Y. Ouyang, H. Li, L. Shen, Y. Ni, Q. Fang, et al., Metabolic
phenotypes and the gut microbiota in response to dietary resistant
starch type 2 in normal-weight subjects: a randomized crossover trial,
Sci. Rep. 9 (1) (2019) 4736, https://doi.org/10.1038/s41598-018-
38216-9.

[135] M.R. Laffin, H. Tayebi Khosroshahi, H. Park, L.J. Laffin, K. Madsen,
H.S. Kafil, et al., Amylose resistant starch (HAM-RS2) supplementation
increases the proportion of Faecalibacterium bacteria in end-stage
renal disease patients: microbial analysis from a randomized placebo-
controlled trial, Hemodial. Int. 23 (2019) 343–347, https://doi.org/
10.1111/hdi.12753.

[136] N.T. Baxter, A.W. Schmidt, A. Venkataraman, K.S. Kim, C. Waldron,
T.M. Schmidt, Dynamics of human gut microbiota and short-chain
fatty acids in response to dietary interventions with three fermentable
fibers, mBio 10 (1) (2019), e02566, https://doi.org/10.1128/
mBio.02566-18, 18.

[137] J.A. Kemp, B. Regis de Paiva, H. Fragoso Dos Santos, H. Emiliano de
Jesus, H. Craven, U.Z. Ijaz, et al., The impact of enriched resistant
starch type-2 cookies on the gut microbiome in hemodialysis patients:
a randomized controlled trial, Mol. Nutr. Food Res. 65 (19) (2021),
e2100374, https://doi.org/10.1002/mnfr.202100374.

[138] R.L. Hughes, W.H. Horn, P. Finnegan, J.W. Newman, M.L. Marco,
N.L. Keim, et al., Resistant starch type 2 from wheat reduces
postprandial glycemic response with concurrent alterations in gut
microbiota composition, Nutrients 13 (2) (2021) 645, https://doi.org/
10.3390/nu13020645.

[139] F.J. Warren, N.M. Fukuma, D. Mikkelsen, B.M. Flanagan,
B.A. Williams, A.T. Lisle, et al., Food starch structure impacts gut
microbiome composition, mSphere 3 (2018), e00086, https://doi.org/
10.1128/mSphere.00086-18, 18.

[140] B.K. Sasidharan, B. Ramadass, P.N. Viswanathan, P. Samuel, M. Gowri,
S. Pugazhendhi, et al., A phase 2 randomized controlled trial of oral
resistant starch supplements in the prevention of acute radiation
proctitis in patients treated for cervical cancer, J. Cancer Res. Ther. 15
(6) (2019) 1383–1391, https://doi.org/10.4103/jcrt.JCRT_152_19.

[141] F.C. Malcomson, N.D. Willis, I. McCallum, L. Xie, A.C. Ouwehand,
J.D. Stowell, et al., Resistant starch supplementation increases crypt
cell proliferative state in the rectal mucosa of older healthy
1144
participants, Br. J. Nutr. 124 (4) (2020) 374–385, https://doi.org/
10.1017/S0007114520001312.

[142] D. So, C.K. Yao, P.R. Gibson, J.G. Muir, Evaluating tolerability of
resistant starch 2, alone and in combination with minimally fermented
fibre for patients with irritable bowel syndrome: a pilot randomised
controlled cross-over trial, J. Nutr. Sci. 11 (2022) e15, https://doi.org/
10.1017/jns.2022.9.

[143] F.C. Malcomson, N.D. Willis, I. McCallum, L. Xie, B. Lagerwaard,
S. Kelly, et al., Non-digestible carbohydrates supplementation
increases miR-32 expression in the healthy human colorectal
epithelium: a randomized controlled trial, Mol. Carcinog. 56 (2017)
2104–2111, https://doi.org/10.1002/mc.22666.

[144] S. Cao, E.L. Shaw, W.R. Quarles, G.Y. Sasaki, P. Dey, J.K. Hodges, et
al., Daily inclusion of resistant starch-containing potatoes in a dietary
guidelines for Americans dietary pattern does not adversely affect
cardiometabolic risk or intestinal permeability in adults with
metabolic syndrome: a randomized controlled trial, Nutrients 14 (8)
(2022) 1545, https://doi.org/10.3390/nu14081545.

[145] B. Kleessen, L. Hartmann, M. Blaut, Oligofructose and long-chain
inulin: influence on the gut microbial ecology of rats associated with a
human faecal flora, Br. J. Nutr. 86 (2) (2001) 291–300, https://
doi.org/10.1079/bjn2001403.

[146] D. Davani-Davari, M. Negahdaripour, I. Karimzadeh, M. Seifan,
M. Mohkam, S.J. Masoumi, et al., Prebiotics: definition, types, sources,
mechanisms, and clinical applications, Foods 8 (3) (2019) 92, https://
doi.org/10.3390/foods8030092.

[147] E. Cione, A. Fazio, R. Curcio, P. Tucci, G. Lauria, A.R.R. Cappello, et
al., Resistant starches and non-communicable disease: a focus on
Mediterranean diet, Foods 10 (9) (2021) 2062, https://doi.org/
10.3390/foods10092062.

[148] A. Homayouni, A. Amini, A.K. Keshtiban, A.M. Mortazavian,
K. Esazadeh, S. Pourmoradian, Resistant starch in food industry: A
changing outlook for consumer and producer, Starch Starke 66 (1–2)
(2014) 102–114, https://doi.org/10.1002/star.201300110.

[149] T.A.A. Nasrin, A.K. Anal, Resistant starch III from culled banana and its
functional properties in fish oil emulsion, Food Hydrocoll 35 (2014)
403–409, https://doi.org/10.1016/j.foodhyd.2013.06.019.

[150] K. Schafranski, V.C. Ito, L.G. Lacerda, Impacts and potential
applications: a review of the modification of starches by heat-moisture
treatment (HMT), Food Hydrocoll 117 (2021), 106690, https://
doi.org/10.1016/j.foodhyd.2021.106690.

[151] G. Zhang, D. Bhopatkar, B.R. Hamaker, O.H. Campanella, Self
assembly of amylose, protein, and lipid as a nanoparticle carrier of
hydrophobic small molecules: Nanotechnology and Functional Foods,
Effective Delivery of Bioactive Ingredients, 2015.

[152] EFSA Panel on Dietetic Products, Nutrition and Allergies, Scientific
opinion on the substantiation of health claims related to resistant
starch and reduction of post-prandial glycaemic responses (ID 681),
“digestive health benefits” (ID 682) and “favours a normal colon
metabolism” (ID 783)pursuant to Article 13(1) of Regulation (EC) No
1924/2006, EFSA J 9 (2010) 2024, https://doi.org/10.2903/
j.efsa.2011.2024.

[153] Department of Health and Human Services, Food and Drug
Administration, High-Amylose Starch and Diabetes, Docket Number
FDA2015-Q-2352, Food and Drug Administration, College Park, MD,
2015.

https://doi.org/10.1038/ismej.2014.63
https://doi.org/10.1186/s40168-015-0102-9
https://doi.org/10.1186/s40168-015-0102-9
https://doi.org/10.1186/s40168-016-0178-x
https://doi.org/10.1016/j.clnu.2017.03.025
https://doi.org/10.1016/j.clnu.2017.03.025
https://doi.org/10.1038/s41598-018-38216-9
https://doi.org/10.1038/s41598-018-38216-9
https://doi.org/10.1111/hdi.12753
https://doi.org/10.1111/hdi.12753
https://doi.org/10.1128/mBio.02566-18
https://doi.org/10.1128/mBio.02566-18
https://doi.org/10.1002/mnfr.202100374
https://doi.org/10.3390/nu13020645
https://doi.org/10.3390/nu13020645
https://doi.org/10.1128/mSphere.00086-18
https://doi.org/10.1128/mSphere.00086-18
https://doi.org/10.4103/jcrt.JCRT_152_19
https://doi.org/10.1017/S0007114520001312
https://doi.org/10.1017/S0007114520001312
https://doi.org/10.1017/jns.2022.9
https://doi.org/10.1017/jns.2022.9
https://doi.org/10.1002/mc.22666
https://doi.org/10.3390/nu14081545
https://doi.org/10.1079/bjn2001403
https://doi.org/10.1079/bjn2001403
https://doi.org/10.3390/foods8030092
https://doi.org/10.3390/foods8030092
https://doi.org/10.3390/foods10092062
https://doi.org/10.3390/foods10092062
https://doi.org/10.1002/star.201300110
https://doi.org/10.1016/j.foodhyd.2013.06.019
https://doi.org/10.1016/j.foodhyd.2021.106690
https://doi.org/10.1016/j.foodhyd.2021.106690
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref151
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref151
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref151
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref151
https://doi.org/10.2903/j.efsa.2011.2024
https://doi.org/10.2903/j.efsa.2011.2024
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref153
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref153
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref153
http://refhub.elsevier.com/S2161-8313(23)01322-4/sref153

	Outline placeholder
	Introduction

	Statement of Significance
	Classification of RS
	Basic classification
	Dietary fiber and RS
	Prebiotics and RS
	Digestion of RS
	Digestion in the large intestine
	Hypothesized digestion of starch complex
	Measurement methods

	Synthesis of RS
	Raw materials
	Synthesis methods

	Effects of RS
	Meta-analysis
	Functions of SCFA
	Intestinal flora
	Other functional properties

	Conclusion and Perspectives
	Acknowledgments
	Author disclosures
	Funding

	References


